Kop,

28.152.
27.103.
27.91.
27.107.
27.106.
27.108.
28.339.

28.111.
28.558.
33.063.
28.228.
28.218.
28.386.
28.482.
27.104.
27.1.
28.110.
28.151.
28.254.
28.357.
27.50.
28.441.
28.442.
28.227.
28.322.
28.100.
28.221.
28.184.
27.4.
28.256.
28.212.
28.439.
28.481.
28.540.
28.541.
27.3.
28.673.
28.101.1.
27.87.
28.153.
28.240.
28.542.
28.543.
33.370.
33.365.
28.222.
27.102.

27.56.
28.479.
27.55.
33.065.
33.064.
33.044.
28.196.

27.25.
28.387.
27.69.

28.235.
28.235.2.
28.470.

HomeHknaTtypa

01.KOMMNEKCHbIE NCCINEQOBAHNA
01.01.0BWWME ONATHOCTUYECKUE KOMIJIEKCHI
AKTMBHOCTb BUTAMUHOB

AHemusi

AHTUOCHONMNULHBIA CUHOPOM

Bromapkepbl hyHKLMOHANBHOM CNOCOBHOCTU NEYEHN
Briomapkepbl yHKLMOHANbHOW CNOCOBHOCTU NEYEHN
Broxumus (6asoBasi)

Broxvumus 13

Broxvmus 19 nokasatenen (paclumpeHHasi)
Buoxumus 21

Broxvmus 28

Baw nmmyHuTeT

ButamuHbl aHemun: B9, B12 n obmeH xenesa
ButamuHbl 6ogpoctu n aktnsHocTu: A, D, B9, B12 n
ButamuHel kpacoThl: A, E, D, B9, B12
BbinageHne Bonoc

"ocnuTanbHbIN KOMNekc

[ocnuTanbHbI KOMMNEKC, PacLUMPEHHbIN
Ledununt noga

[nabeT 1 npeamabeT: rnoko3a, MMUKUPOBaHHbI
[ns Tex, kTo B 30He pucka COVID-19
ExxerogHoe npodunaktuyeckoe oberenoBaHme
3popoBoe cepaue

3popoBoe cepgue nocne COVID-19

300pOoBbI UHTEPEC

340pOBbe LNTOBMOHOM Xernesbl

MBC (dakTopbl pycka n neveHue)

Kapavopwuck.

Kntoy K 3040poBbIO

Koarynorpamma (remocTtasuorpamma)
Koarynorpamma (remocta3vorpammMa), pacluMpeHHas
Kona v umncel

Komnnexkc nocne COVID-19

Komnnekc nocne COVID-19, paclumpeHHbI
KoHTponb Hag cTpeccom

KoHTponb Hag CTpeccoMm, pacLUMpeHHbIA KOMMNIEKC
JIunngHbIi kKomMnneke (nunugorpammMa)
JIMNnaHbIA KOMNNEKC, PaCLUNMPEHHbIN
MepuaTtenbHas apuTMus

MeTtabonuueckuii npodunb

MuHepanbl 300poBbst

MoHUWTOpPUHT caxapHoro anabeTa

HapyLueHve cHa

HapyLueHve cHa, pacLUMPEHHbIN KOMMIEKC
O6wwuin aHanm3 kposu n T-SPOT (auarHocTuka
O6LWuiA aHanM3 KpoBM U NuLLeBas anneprusi (72
OOLWnit aHanu3 KPOBW W SNEKTPONUTHI
OcTeonopo3s

MeyeHb 1 nomxenyaovHas xenesa

[MeyeHb 1 noykmn nocne COVID-19

MomxenynoyHas xenesa

MonHbIn Yyek-an 100: Guoxumms, ropMoHbI, cepaue u
MonHbIf Yek-an 39: GUoxMMUs, FOPMOHbI, 0OMEH BeLLEeCTB
MonHbIn yek-an 63: OAM, GUOXMMUSA, TOPMOHbLI, 0BMeH
MonHbIi Yek-an: Groxmmusi, OGMeH BELLECTB, TOPMOHBI,
puck TPOMG030B

Moukn

Mpobnembl ¢ BECOM U KapAMOPUCK

PeBmaTouaHbIN apTpuT

PekomeHOoBaHO AMETONOrom
PekomeHgoBaHO AMETONOroM
Puck pa3suTtus caxapHoro guabeta

Cpok
BbINOMHEHWS

A A NI A A Aaaaaaaaaaaaaanaia-2NN-_ 2 A A a Aaa AN a2 A
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LleHa B pyb.

3,320
5,880
8,070
2210
1660
2690
4490

2,860
8,490
12,890
3650
3830
8,310
9,700
3160
2270
8,540
2030
1310
2240
2,670
1960
2,880
1980
830
1980
1430
1610
1840
4,660
1340
5040
19,880
3840
7,420
1840
3530
4,260
3,800
1320
5400
6,670
7,040
7,470
7,860
1330
4,420

4000
1500
2320
43,290
5,990
6,290
5,660

2690
7,130
4720

3,710
4,600
2590




28.356.

27.93.
27.54.

28.239.
28.255.
28.478.
28.353.
28.194.

27.57.

28.343.
28.348.

27.92.

28.549.
33.197.
28.480.
28.340.
33.230.
33.076.
33.085.
33.074.
33.364.
33.075.

27.5.
27.21.

28.93.
28.94.
28.95.

28.107.
28.108.
28.96.2.
28.97.2.
28.96.1.

28.97.1.

28.98.2.

28.99.2.

28.98.1.

28.99.1.
28.217.
28.389.
28.193.
28.332.
28.344.
28.321.

28.157.
28.204.

28.330.

27.6.

27.80.
27.81.

28.220.

33.045.
33.035.

27.82.

Puck taxenoro TeveHns COVID-19

CaxapHbii gnabet

CaxapHblii AnabeT (CKPUHUHT)

CaxapHbivi anabet 1 Tvna (aetwn)

CaxapHbli anabet 1-ro Tuna

Cepgaue, cocyapbl U yrneBoaHbii obmeH nocrie COVID-19
CTtpecc-komnnekc

Crpecc-komnnekc.

CycTaBbl

CycTaBbl, paHHWe Mapkepbl BocnaneHus

CycTaBbl, CKPUHUHT

Llenvakus

Liennakus

Yek-an Pro: BUTaMWHbI 1 TOPMOHbI

Yek-an Pro: BUTaMyHbl U MUHepansl

Yek-an npu BereTapuaHckon anete

Yek-an: anneprus

Yek-an: GOXMMUS, FOPMOHbI

Yek-an: BUTAMUHBbI

Yek-an: remocTas, reHeTuka

Yek-an: OPBU

Yek-an: napasutbl # UMMyHUTET

LLintoBnaHas xenesa

LLinToBnaHas xenesa, pacLUMpPEHHbIN KOMMIEKC
01.02.ANATHOCTWKA MHDEKLII

13 MMNMMN (kay., MLP)

13 MNNN (kon., MLUP)

13 UMMM v naktobakTepun, KOMMNEKC ANs XeHLWWH (Kon.,
4 Bupyca: Bupyc repneca 1, 2-ro Tuna, LMToMeranoBsupyc,
4 Bupyca: Bupyc repneca 1, 2-ro Tuna, LMTOMeranoBsmpyc,
4 VNI (natoreHbl): xnamugms Tpaxomatuc (Ch.

4 UMMM (naTtoreHsl): xnamugmsa tpaxomatuc (Ch.
trahomatis), Mukonnasma reHutanuym (M. genitalium),
4 UMMM (naTtoreHsl): xnamuamsa Tpaxomatuc (Ch.
trahomatis), Mukonnasma reHutanuym (M. genitalium),
4 UMMM (naTtoreHsl): xnamuausa tpaxomatuc (Ch.
trahomatis), Mukonnasma reHutanuym (M. genitalium),
TPUXOMOHafa, FOHOKOKK (cockob, kor., MNLIP)

4 VMMM (ycnoBHble naTtoreHbl): ypeanna3smbl,
Mukonnasma xomuHuc (M. hominis), rapaHepenna,
kaHauga (moua, kau., MNLUP)

4 UMMM (ycnoBHble NaToreHbl): ypeannasmel,
Mukonnasma xomuHuc (M. hominis), rapgHepenna,
kaHguaa (moya, kor., MNLUP)

4 VMMM (ycnoBHble naTtoreHbl): ypeanna3smbl,
Mukonnasma xomuHuc (M. hominis), rapaHepenna,
kaHauaa (cockob, kau., MLUP)

4 UMMM (ycnoBHble NaToreHbl): ypeannasmel,
Mukonnasma xomuHuc (M. hominis), rapgHepenna,

8 M (kau., NUpP)

TORCH-nHekumm
TORCH-uHdekumu 1 aBngHocTb aHtuten IgG

Bbicokue vyBcTBa (pacnpocTtpaHéHHblie UMMM, MLIP)
enatutbl B n C, paHHumn ckpuHuHr (MLP)
epnecsupycHble nHdekumn: BUpYyC repneca 6-ro tuna,
OunarHoctuyeckuii komnnekc (HanpskeHHOCTb
VMIMMYHUTET K «AeTCKUM» MHpeKumam (Kopb, KpacHyxa,
01.03.011A XEHLWWMH

8 MHMEKUNIA, KOMNNEKC AN XKEHLLMH
AfpeHoreHuTanbHbIi CUHAPOM (M30bITOK MYXXCKUX
FOPMOHOB Y YKEHLLMWH)

"OPMOHbI ANSt XEeHLUMH

TOpMOHbI AN XXeHWUH (3CTpaamnon, NporecTepoH)
XeHckasa 6esonacHocTb

KeHckme ropmoHbl Ha 2-3 AeHb uukna (dhonnukynsipHas
>KeHckume ropmoHbl Ha 21-23 aeHb umkna (noTerHoBas
>KeHckve ropmoHbl: MeHonaysa
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580
5,340
1550
4,010
5,500
2,470
4,730
2240
3320
2470
1100
7,070
4,590
4,090
4,990
7,250
3,390
4520
5,450
9,340
4,400
7,570
3750
5130

6,020
6,550
7,320
1920
2070
1860
2040

1860

2040

1850

1980

1850

1980
3,480
6,600
11,240

4,410
1680
1480
2,300
3,110

6,330
2920

7,550
1480
3,370

5,620
1890
2860



27.109.1.
27.109.1.1.
27.109.17.

27.109.2.

27.109.2.

27.109.22.
28.211.
27.77.
27.78.
27.79.
28.103.
33.231.
28.115.
28.117.
28.115.
28.116.

28.3.

28.345.

28.345.

28.331.
27.20.
27.84.

28.346.

27.110.1.
27.110.1.1.
27.110.17.

27.110.2.

27.62.

33.232.
28.320.

28.190.
50.2.1368.
28.364.

28.188.

28.188.
28.185.
28.189.
28.186.
28.186.

28.187.

28.187.
28.191.

27.70.1.

27.70.2.

28.183.
28.119.

28.119.2.

28.119.
28.816.
28.814.
28.363.1.
28.363.2.
27.99.1.
27.99.2.

XKeHckuin yek-an: Guoxumus, MHdeKLMM, obMeH BeLLLECTB
YKeHckun yek-an: 6uoxmmms, MHeKUmMmn, oOMeH BeLLecTB,
YKeHckuin yek-an: bruoxmmms, obmMeH BeLwecTs

YKeHckun yek-an: UMMM, mukpodnopa, XnakoctHas
KeHckun yek-an: UMMM, mukpodonopa, XnakoctHas
uuTonorus

XKeHckun yek-an: UMMM, mukpodnopa, untonorus
KopmsSALwMM MaMam: KOHTPOSb paumoHa

O6cnenosaHue npu 6epemeHHocT (1 TpUMeCTp)
O6cnenosaHue nNpu 6epemMeHHOCTH (2 TpUMecTp)
O6cnenosaHue npu 6epemeHHoCTY (3 TpUMECTp)
OHkoMapkepbl AN KEHLUH

OHkoyek-an ans xeHwmH: CA 125, CA 15-3, SCC, POA
[MnaHnpoBaHne 6epeMeHHOCTU LiepBUKanbHbIA CKPUHWUHT,
[MnaHupoBaHue GepeMeHHOCTM, MHADEKLMM
MnaHunpoBaHune 6epemeHHocTH: UMMM + CKPUHUHT paka
MnaHupoBaHne GepeMeHHOCTM: OBLLEKNTUHNYECKIE
nokasaTenu

MpodunakTnka paka MONOYHOM Xxenesbl

PenpoayKkTMBHOE 3[0POBbE XEHLUUHBI

PenpoaykTtnBHoe 300poBbe XeHLmMHbl (EasyPrep)
01.04.011A MYX4MH

8 MHdEKUMIA, KOMNNEKC AN MY>XYUH

Byaywwmin nana

T"OPMOHbI ANst MyX4UH

My>kckas yBepeHHOCTb: TecTocTepoH, MNCA obLwuii
My>kckon Yek-an: Guoxummsi, MHd ek, OGMeH BeLLECTB
My>kckon Yek-an: buoxumus, nHdekummn, obMeH BeLLecTB,
My>kckon Yek-an: Guoxumusi, obMeH BeLlecTB

My>kckon yek-an: UMMM, mukpodnopa, oHKoMapKep
OHKOMapKepbl AN MyX4UH

OHkouek-an anst myxuuH: MNCA o6w., NCA cB., POA
MoaroToBka K NapTHEPCKMM poAaM (AN MY>KYUH)

MoarotoBka k AKO (AnA My>K4uH)

TecTocTepoH cBOGOAHbIN (TecTocTEPOH 06w, FCIT,
Tpy aHanusa Ans My>K4YWH: TECTOCTEPOH, KOPTU30T,
01.05.5KO MPOIrPAMMBI

BcTtynnenune 8 3KO

Bcrtynnenue B KO (EasyPrep)

YKeHckoe 6ecnnoave

My>xckoe Gecnnoame pacluMpeHHbIi
HeBbiHawwmBaHe 6epemMeHHOCTH
HeBblHawwmBaHue 6epemeHHocTn (EasyPrep)

MnaHupoBaxue OKO (6a3oBbIn komnneke, EasyPrep)

MnaHupoBaHue OKO (6a30BbIN KOMMIEKC)
MpodunakTuka NOPokoB pas3BUTUA Nnoga
01.06.4NA OETEW

AHanu3sbl Ana AeTCKoro caga, LKOMbl, 4ETCKOro nareps
(BEHO3Has KpoBb)

AHanu3sbl Ana AeTCKoro caga, LKOMbl, 4ETCKOro nareps
(kanwmn.kpoBb)

LeTckuin komnnekc

[eTckuii Yek-an: GUOXMMUS, TOPMOHbI, 0OMeEH BeLLLeCTB

HeTckuin yek-an: Guoxumms, obMeH BellecTB (6a30BbIN)

LeTckuin Yyek-an: Guoxmmmsi, obmeH BeLLecTB

Jlyywe, yem MaHTy (TB-dbepoHOBbIN TECT)

Mapa3nTbl: ackapuabl, NAMONM, TOKCOKaPbl, IXUHOKOKKM
MpodpmnakTnka geTcknx npocTtys (BEHO3Has KPOBb)
MpodumnakTrka AeTcKMX NpocTya (KanunnspHas KpoBb)
MpornakTnyecknin KoMmnnekc: obLUMIn aHann3 KPoBK U
MpodhmnakTnyeckmn komnnekc: ooLLMIA aHanu3 KpoBu 1
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13,590
10,290
10,690
6,790
7,890

5,790
1550
10,580
600
5,620
9,180
5,880
5,820
10,870
6,420
8,840

3,660
4,350
4,350

6,330
10,460
7,820
1640
13,590
10,030
10,690
6,790
6,130

2830
4,670

7,770
2990
2130

19,210

19,210
16,060
31,350
43,820
43,820

13,440

13,440
4,170

2290
2290

1250
5,920

5,330

8,890
6,190
3860
2,860
2,860
1310
1310



27.49.

27.47.

28.198.
28.199.
28.201.
28.203.
28.197.
28.200.
28.202.

3.1.1.
3.1.2.
3.2.1.
3.2.2.

3.4.

3.9.1.

3.9.2.

3.3.1.

3.3.2.

3.5.1.
3.5.2.

3.6.1.

3.6.2.

3.7.1.
3.7.2.
3.8.1.

3.8.2.

9.3.
9.4.

10.1.
9.2
9.1.

21.38.
21.10.
21.21.
21.12.
21.11.

21.2.
21.14.

21.7.
21.13.

21.6.

21.5.

01.07.9NTHEC KOMIJIEKCBI
®UTHEC: KOHTPOSTb CMOPTUBHOTO NUTaHNSA

PuTHec: cocyabl, FOPMOHbI, BATaMWH D

01.08.ANTI-AGE - KOMIJTEKCbI

Anti-age, ropMoHarnbHbIi 6anaHc

Anti-age, KOMNNEKC ANS XeHLWH

Anti-age, KOMNMeKC ANS XeHLWWH B NOCTMeHoNay3e
Anti-age, KOMMNEKC ANS MYX4WH

Anti-age, pacLUMpeHHbIV KOMNNEKC AN XKEHLLMH

Anti-age, pacLUMPEHHBIN KOMMMEKC AN XXEHLLMH B
Anti-age, pacLUMpeHHbIA KOMNEKC A58 MY>XYUH
02.0BLWEKITMHNYECKWE NCCITIEQOBAHUA
02.01.0OBWEKITMHNYECKWME UCCJTIEQOBAHUA KPOBA

02.01.01.06wwmit aHanm3 KpoBK

O6wwuii aHanu3 kposu 6e3 nenkouuTapHon hopmMyrbl
O6Lwuii aHanm3 kposu 6e3 nenkouuTapHo opmMyrbl
O6LuiA aHanM3 KPoBM C NENKoLMTapHOW opMyriow
O6LuiA aHanM3 KPoBM C NeNKoLMTapHOW hopMyrom
(kanunnsapHas KpoBb)

OO6LLuIA aHanNM3 KPoBM C NenkoLmTapHou opMyron u
peTVKyrnounTaMm, paclUMpPEHHBIN (BEHO3HAs KPOBb)
O6LLKiA aHanM3 KPoBM C NenkoLmTapHou opmMyron u
COJ3, MUKpOCKONMSA Ma3ska Npu NaToriornyeckmx
OO6LLKIA aHanM3 KPoBM C NenkoLmTapHou opmMyron u
COJ3, MUKpOCKONMSA Ma3ska Npu NaToriornyeckmx
02.01.02.CO3

COD3 no BecTeprpeHy (BeHO3Has KPOBb)

COQJ no BecteprpeHy (kanunnspHas KpoBb)

02.01.03.NenkoumTtapHas opmyna

JenkouutapHas dopmyna n py4Has MUKPOCKONWUSA Maska
JlenkountapHas dopmyna n py4yHass MMKPOCKOMUSA Ma3ka
02.01.04.PeTukynouuthbl

PeTukynoumnTbl (BEHO3Has KPOBb)

PeTukynouuTtbl (kanunnsipHas KpoBb)

02.01.05.0ononHnTenbHbIE NCCNeaOoBaHNs K 06LLEMY
MopacueTt TpombounToB Mo MmeToay POHMO (BEH. KPOBb)
MoacueT TpombounToB No Metogy PoHMO (kanumn.KPoBb)
MpoueHTHOe coaepxaHne MOHOHYKNeapoB (BEHO3Has
KpPOBb)

MpoueHTHOE coaepxaHne MOHOHYKNeapoB (kanunnsapHas
KpPOBb)

02.02.0BLLEKNNHNYECKVE NCCINEAOBAHUA MOYA

2-cTakaHHas npoba Moum
3-cTakaHHasi npoba mouun

AHanu3 Mo4m no 3MMHULIKOMY

AHann3 Mmo4u no HeumnopeHko

OGN aHann3 Moin

02.03.0OBLLEKNMHNYECKME NCCITEOOBAHUA KANA
AHanu3 kana Ha CKpbITyto KpOBb

AHanu3 kana Ha ckpbITyto kpoBb (Colon View Hb, Hb/Hp)
AHanus kana Ha ckpbiTyto kpoBb (FOB Gold)
BnacTtouucTbl

"'MmeHonennaos (anua KapnmkoBOro LEenHs)
Konporpamma

JleHTouHblE YepBYU

MpocTenwne

CTpoHrunonabl (Kpyrmnbie Yepsu)

OHTepobuos (Arua ocTpuLy)

Anua renbMMHTOB

03.BMOXMMUYECKME NCCNEOOBAHNA

© O ON=22=2
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6,730

8,220

7,920
14,660
15,420
16,190
35,580
36,340
41,920

440
440
280
440

960
870

870

310

310

580
580

430

430

330
330
280

280

490
620

670
490
440

460
1330
1290
530
510
830
510
650
540
490
490



1.3.
1.3.1.
1.64.1

1.641.1.

1.2.

1.53.

1.4.

1.4.1.
1.52.
1.52.1.

1.5.
1.5.1.

1.1.
1.1.1.

50.1.2144.
1.205.

1.103.

1.58.
1.49.
1.57.
1.54.
1.51.
1.50.
1.46.
1.101.

1.6.
1.7.
50.81.1275.
1.13.
1.13.1.
1.66.1

1.12.
1.12.1.

1.65.1
1.67.1
1.102.
1.102.1.
1.10.
1.10.1.
1.9.
1.9.1.

1.11.1.
1.127.
1.8.

1.8.1.

1.18.
1.14.2.
1.16.
1.107.
1.63.
1.16.1.
1.108.
1.109.
1.19.
1.17.

03.01.BUOXMNYECKNE MCCNEOOBAHNA KPOBW
03.01.01.BenkoBblIi 1 aMUHOKWUCIOTHBIN OBMEH
AnbByMUH (BEHO3Has! KPOBb)

AnbOyMUH (KanunnspHas KpoBb)

AmMunHokmcnoTbl: 16 nokasatenen

AMUHOKMCNOTHI: 32 NokasaTens (BeHO3Has KpoBb)
Benkosble dppakumu B T.4. O6LwMin Genok
lomoumncTenH

KpeaTuHWH (BEHO3Hast KPOBb)

KpeaTuHuH (kanunnspHas KpoBb)

MoueBasi kucnoTa (BeHO3Hasi KpOBb)

MoueBasi kucnota (kanunnspHas KpoBb)

MouyeBuHa (BeHO3Hast KPOBb)

MoueBuHa (kanunnspHas KpoBb)

O6wwuii 6enok (BeHO3Hast KPOBb)

O6Lwwuii 6enok (KanunnspHas KpoBb)

CkopocTb knyboukoBoi chunbTtpaumm (CK®), pacueT no
UncratuH C

03.01.02.Cneuudmyeckue benku
Anbda-1-aHTUTPUNCUH

Anbda-2-makpornobynvH

AHTucTpentonuanH-O (ACJ10)

["anTornobuH

[MpokanbLUMTOHUH

PesmaToungHbii hakTop (PD)

C-peakTuBHbI 6enok (CPB)

Llepynonna3amuH

D031HOMUIBHBIN KAaTUOHHbIN Benok (JKB)
03.01.03.JIunuaHbIn 06meH

AnonunonpotenH A1

AnonunonpotenH B

YKenyHble KUCnoTbl

MHpekc aTeporeHHoCTuH: xonectepuH obwwui, JMBI
MHpaekc aTeporeHHoCTH: xonecTtepuH obLuia, JTTBI
MHpekc omera-3

JlunonpoTtewH (a), (BeHO3Has KpoBb)

JlunonpoTewH (a), (kanunnspHas KpoBb)
HeHacblLLeHHble XNPHbIE KUCMOThI ceMencTBa omera-3
HeHacblLeHHble XMPHbIE KUCNOTbl CEMENCTBa omera-6

Tpurnuuepuabl (BEHO3Has KPOBb)
Tpurnuuepuabl (kanunnspHas KpoBb)

XonecTepuH NMNONpPoTENHOB BbICOKOW nNnoTHocTu (JTNBIT)
XonecTepuH nNMNonpoTenHOB Bbicokon nnoTHocTu (JIMNBIT)

XonecTepuH NNONpoTenHOB HM3kol nrioTHocTu (JTTTHIT)
XonecTepuH NMNONPOTENHOB HN3KOW NnoTHocTum (NMHIT)
(kanunnsapHas KpoBb)

XonecTepuH NMNONPOTENHOB OY€Hb HU3KOWN MOTHOCTU
(NMIOHM), B T. Y. TpUrNUUepnabl (BeHO3Has KPOBb)
XonecTepuH NMNONPOTENHOB OY€Hb HU3KOWN MOTHOCTU
(NIOHM), B T. Y. TpUrNUUepuabl (KanunnspHas KpoBb)
XonectepuH He-NMNBM: xonectepuH obwwi, NMBIM

XonecTepuH o6LWmMii (BEHO3Has KPOBb)
XonecTepuH o6LWMiA (kanunnsipHas KPOBb)

03.01.04.YrneBoaHblit 0OMeH

MKMpPOBaHHLIN remornobuH

[niokosa (dpTopua)

[ntoko3oTonepaHTHbIn TecT 0-120
[noKko30TONEepPaHTHbIN TECT U MHCYMWH
'moko3oTonepaHTHbIN TecT n C-nenTug
'ntoko30TONEpaHTHbINA TECT Npy GEPEMEHHOCTU
"mioko3oTonepaHTHbIN TecT, C-nenTua n MHCYNVH
MHaekc nHecynuHopesucteHTHocT HOMA-IR
JlakTat (Mono4yHas kncnota)

PpyKTO3aMUH

03.01.05.PepmeHTbI

WaaaaaaaaaaNoOoe A
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450
450
3,960
5,950
670
2200
400
400
400
400
400
400
410
410
390
1190

1560

740
680
810
2600
670
700
790
1290

720
730
2,750
750
750
5,160.00

1160
1160

4,710
4,850
390
390
440
440
400
400

690
690
540
410

410

910
350
1000
2130
1890
1250
2920
1200
920
970



1.20.

1.20.1.

1.22.

1.22.1.

1.23.

1.23.1.

1.21.

1.21.1.

1.28.

1.28.1.

1.26.

1.26.1.
1.123.

1.29.

1.29.1.

1.27.

1.27.1.

1.24.

1.24.1.

1.31.

1.31.1.

1.30.

1.30.1.

1.32.

1.32.1.

1.33.

1.33.1.

1.25.

1.25.1.

1.36.

1.36.1.

1.34.

1.34.1.

1.35.

1.35.1.

2.90.

2.901.

1.62.
1.60.

1.601.

1.59.

1.591.

4.9.
4.2.

4.8.
4.1.

4.6.

4.5.
4.3.
4.7.

13.3.
13.2.
13.4.
13.1.

AnaHuHamuHoTpaHcdepasa (AJ1T) (BeHo3Has KpoBb)
AnaHnHamunHoTpaHcdepasa (AJ1T) (kanunnsipHasi KPOBb)
AmMunna3sa (BeHo3Hasi KpOBb)

AmMunasa (kanunnspHas KpoBb)

AmMnna3sa naHkpeaTnyeckas (BEHO3Has KpOBb)

AmMunasa naHkpeaTnyeckas (kanunnspHas KpoBb)
AcnaptatamuHoTpaHcdepasa (ACT) (BeHO3Has KPOBb)
AcnapTatamuHoTpaHcdepasa (ACT) (kanunnspHasi KPOBb)
amma-I'T (BeHO3Has KpoBb)

[amma-I'T (kanunnspHas KpoBb)
"'mapokcmbyTupataernagporeHasa (1-a dopakuus J14N)
"'mopokcmbyTupataernpgporeHasa (1-a dopakuus 14N
[nioko30-6-dpocpaTaerngporeHasa (M6PMO)
KpeaTtuHknHasa (kpeaTuHdochokMHa3a) (BeHOo3Hasi KPOBb)

KpeaTtuHknHasa (kpeaTuHdocdhokmMHa3a) (kanunnspHas
KpPOBb)

Jlaktratgerngporexasa (J10I7) (BeHo3Has KpoBb)
JTaktatgermngporerasa (J14IN) (kanunnsipHas KpoBb)
Jlunasa (BeHo3Has KpoBb)

Jlunasa (kanunnsipHas KpoBb)

PocaTtasa kucnas HenpocrtaTnyeckas (BEHO3Has KPOBb)
docdarasa kucnas HenpocTaTmyeckas (kanunnspHas
docarasa kucnas obuias (BeHo3Hasi KPOBb)
dochaTtasa kucnas obas (kanunnsipHasi KPoBb)
docdaTtasa kucnas npocratuyeckas: docdarasa kucnas
docdarasa kucnas npocratuyeckas: gocdarasa kucnas
docarasa wenoyHas (BeHo3Has KPOBb)

docdaTasa wenovHas (kanunnspHasi KpoBb)

XonuHacTepasa (BeHO3Has KpoBb)

XonuHactepasa (kanunnspHas KpoBb)
03.01.06.MurmeHTHbIN 06MeH

Bunupy6uH Henpsimoii: GunupyouH obmia, GunupyouH
Bunupy6uH Henpsimoii: BunupyouH obwmia, GunnpyouH
Bunupy6uH obLumii (BeHO3Has KpoBb)

Bunupy6uH obwmii (kanunnspHas KpoBb)

Bunupy6uH npsimoii (BeHO3Has KpoBb)

Bunupy6uH npsimo (kanunnsipHasi KpoBb)
03.01.07.[dunarHocTuka naTtonorum nevyeHn 6es uoncum
HO3LW-dnbpoTect

HOLLU-®n6poTecT (Torbko pacyeT nNpu HanU4um
CteaToCKkpuH

dubpoMakc

dunbpoMakc (TonbKo pacyeT Npu HanNM4un pesynbTaToB
nccnegoBaHus «CteaToCKpUH»)

PdubpoTect

®dubpoTecT (TONbKO pacyeT Npu HanNU4MM pesynbTaToB
03.01.08.[narHocTnka aHemui

KoathduumeHT HacbieHust TpaHcdhepprHa Xenesom
O6Las xene3ocssa3biBatoLLasi COCOBHOCTb CbIBOPOTKM
(OXCC): cbiBOpoTOYHOE Xene3o, JXKCC
PacTtBopumble peuentopbl TpaHcdheppuHa (STIR)
CbIBOPOTOYHOE Xeneso

TpaHcheppuH

deppuTuH

donartbl (donmesas knucnora)

OpUTPONO3TUH

03.01.09.AHTVOKCUAAHTHbIV CTaTyC
8-OH-fe30oKcnryaHosuH (oLeHka oKCMaaTUBHOTO cTpecca)
nytatnoHnepokcuaasa (M1, aHTMOKCUAAHT)

O6LUMIA aHTUOKCUAAHTHBIN CTaTyC
CynepokcugancmyTtasa (CO[, aHTMOKCMAAHT)
03.01.10.Kapanomapkepbl
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360
360
480
480
530
530
360
360
390
390
440
440
3,450
540

540

380
380
560
560
410
410
410
410
720
720
390
390

460

460

680
680
410
410

400
400

20,270
19,260
7,820
20,800
20,300

16,600
15,590

900
450

1970
400

780

690
1280
1690

3,400
2,340
3,370
3,230



7.2.
71.
7.5.
7.3.

4.26.1
4.14.
4.11.
4.18.
4.4.
50.24.2121.
4.19.
4.20.
4.21.

4.22.
4.17.
1.110.
4.16.
4.15.
4.23.1.
1.56.1.
4.24.1.
4.25.1.
1.61.1.

1.72.1.
1.72.2.

1.72.3.
1.72.4.
1.69.1.
1.69.2.
1.69.3.
1.69.4.
1.79.1.
1.79.2.
1.79.3.
1.79.4.
1.117.2.
1.117.3.
1.87.1.
1.87.2.
1.87.3.
1.87.4.
1.74.1.
50.8.1385.
1.74.2.
1.74.3.
1.74.4.
1.42.
1.75.1.
1.75.2.
1.75.3.
1.75.4.
1.38.
1.37.
1.80.1.
1.80.2.
1.80.3.
1.80.4.
1.68.2.
1.68.1.
1.68.3.
1.68.4.
1.71.1.
1.71.2.
1.43.
1.71.3.
1.71.4.
1.78.1.
1.78.2.

KpeaTtuHknHasza Mb

Mwuornobux

Moarosow HaTpunypeTudeckuin nentug (NT-proBNP)
TPONOHWH |, BbICOKOYYBCTBUTENbHbIN
03.01.11.ButamuHsbl

8 sutamuHos: A, D, E, K, C, B1, B5, B6
BeTta-kapoTuH

ButamuH A (petuHon)

ButamuH B1 (TvamuH)

ButamuH B12 (umaHokobanamuH)

ButamnH B12 akTuBHbIN (XonoTpaHckobanamuH)
ButamuH B2 (pnbodpnasuH)

ButamuH B3 (HuaumH)

ButamuH B5 (naHTOTEHOBasi kucnora)

ButamuH B6 (MMpuaoKkcuH)

ButamuH C (ackopbrHoBas kucnota)

ButamuH D cymmapHbin (25-OH D2 n D3, o6wuii
ButamuH E (Tokodbepon)

ButamuH K (dpmnnoxmHoH)

ButamuHel rpynnel B: B1, B2, B3, B5, B6, B9, B12
ButamuHbl rpynnel D: D2 n D3
BogopacTteopumble ButamuHbl: B1, B5, B6, C
YKupopacteopumble Butamutbl: A, D, E, K
MeTtabonuTtsl ButammHa D (1,25-OH D3 n 25-OH D3,
03.01.12.MuHepanbHbIi 06MeH

AnoMUHWIA (BONOCHI)

AnoMUHMI (KPOBb)

AntomMyHMI (Moya)

ARNOMUHWIA (HOTK)

Bop (Bonockl)

Bop (kpoBb)

Bop (moya)

Bop (HorTu)

Keneso (Borochbl)

>Keneso (kpoBb)

XKeneso (moua)

>Keneso (Hortu)

Wopn (kpoBb)

Wopn (moua)

Kagmuii (Borochbl)

Kagmuii (kpoBb)

Kagmuia (moya)

Kagmuii (HorTm)

Kanwi (Bonocebl)

Kanui (K+)

Kanui (kpoBb)

Kanui (moya)

Kanwn (Hortn)

Kanbuuin (Ca++), Hatpui (Na+), kanui (K+),
Kanbuui (Bonocsbl)

Kanbuuii (kpoBb, Macc-CriekTpomMeTpust)
Kanbuui (Mmoya)

Kanbuuin (HorTn)

Kanbumii noHnsupoBaHHbIn (Ca++)
Kanbuuii 061wt (kpoBb, (hOTOMETPUS)
KobanbT (Bonockl)

Ko6anbT (kpoBb)

KobanbT (Moya)

Ko6anbT (Hortn)

Jlutnn (kpoBb)

Jlutuii (Bonochl)

Jlutun (moya)

Jlutuia (HorTn)

MarHuii (Borochbl)

MarHui (KkpoBb, Macc-CneKTpoMeTpus)
Marnuii (kpoBb, hoTomeTpus)
Marnni (moya)

Marnuii (HorTn)

MapraHeu, (Bonocbl)

MapraHeu (kpoBb)
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640
1010
3960

950

18,160
2,500
2,600
2,550
1240
1580
2,550
2,550
2,550

2,760
2,570
1990
2,590
2,550
14,470

6,990.00

9,720
8,500
6,410

1160
1160

1160
1160
1160
1160
1160
1160
1160
1160
1160
1160
1160
1160
1160
1160
1160
1160
1160
380

1160
1160
1160
770

1160
1160
1160
1160
640

400

1160
1160
1160
1160
1160
1160
1160
1160
1160
1160
440

1160
1160
1160
1160



1.78.3.
1.78.4.
1.82.1.
1.82.2.
1.45.
1.82.3.
1.82.4.
1.48.11.
1.48.21.
1.48.31.
1.48.41.
1.86.1.
1.86.2.
1.86.3.
1.86.4.
1.84.1.
1.84.2.
1.84.3.
1.84.4.
50.9.1385.
1.70.1.
1.70.2.
1.70.3.
1.70.4.
1.81.1.
1.81.2.
1.81.3.
1.81.4.
1.89.1.
1.89.2.
1.89.3.
1.89.4.
1.90.1.
1.90.2.
1.90.3.
1.90.4.
1.85.1.
1.85.2.
1.85.3.
1.85.4.
1.88.1.
1.88.2.
1.88.3.
1.88.4.
1.73.1.
1.73.2.
1.73.3.
1.73.4.
1.76.1.
1.76.2.
1.76.3.
1.76.4.
1.44.
50.11.2091.
1.77.1.
1.77.2.
1.77.3.

1.77.4.
1.83.1.
1.83.2.
1.47.
1.83.3.
1.83.4.
1.39.

1.125.

11.1.
11.4.1.
11.4.2.

1.641.2.

MapraHeuy, (Mo4a)
MapraHeu (Hortn)

Megb (Bonocol)

Megab (KpoBb, Macc-CneKTpomMeTpus)
Megb (kpoBb, doTOMETPUS)
Megab (Moya)

Megb (HorTn)
MuHepanbHbI 06MeH: 23 aremMeHTOoB (BOSoChI)
MuHepanbHbIi 06MeH: 23 3reMeHTOB (KPOBb)
MuHepanbHbI 06MeH: 23 aremMeHToB (Moya)
MuHepanbHbIi 06MeH: 23 3reMeHTOB (HOrTH)
MonnbaeH (Bonochbl)
MonunbaeH (kpoBb)
MonnbaeH (moya)
MonubaeH (HorTu)
MbIWwbsK (Bonochl)
MbILWbsiK (KPOBb)

MbIWwbsK (Moya)

MbIwWwbsiK (HOrTH)

Hatpuii (Na+)

HaTpwui (Bonochl)

HaTtpuii (kpoBb)

Hatpwuii (mo4va)

HaTtpwii (HorTn)

Hukenb (Bonochl)

Hukenb (KpoBb)

Hukenb (Mo4a)

Hukenb (HorTu)

PTyTb (BOMoChI)

PTyTb (KPOBB)

PTyTb (MO4a)

PTyTb (HOITNW)

CBuHeL, (Bonochbl)

CBuHeL (kpoBb)

CauHeL (Mo4a)

CBuHeL (HorTh)

CeneH (Bonochbl)

CeneH (KpoBb)

CeneH (Mo4a)

CeneH (HorTm)

CypbMma (BOMocChl)

CypbMa (KpoBb)

Cypbma (Moya)

CypbMa (HorTu)

Tannwui (Bonochbl)

Tannui (kpoBb)

Tannuin (mo4a)

Tannuii (HorTn)

TutaH (Bonochl)

TwTaH (KpoBb)

TutaH (Mo4a)

TwTaH (HorTwn)

docdop HeopraHNYeckuia
Xnopwabl

Xpom (BOnocChbl)

Xpom (KpoBb)

Xpowm (Mou4a)

Xpom (HorTn)

LinHk (Bonochl)

LInHk (KpoBb, Macc-cnekTpoMeTpust)

LinHk (kpoBb, hoTomeTpus)

LinHk (Moua)

LInHk (HorTw)

OnekTponutbl: kanun (K+), Hatpun (Na+), xnopuabl
03.01.13.0OpraHuyeckme KUcnoTbl

OpraHuyeckue KMcnoTbl: 28 nokasaTensi (KpoBb)
03.02.BUOXMMNYECKWE MCCINEAOBAHNA MOYN
pH (pa3oBasi mo4a)

AmMuna3sa (pasoBasi Moya)

AmMpnnasa (cytoyHas mouya)

AMUHOKMCNOTLI: 32 nokasaTens (Mo4a)

(S 0N¢, RN RE_ ¢, RES, IS, NS, RGBS, RS, RS, RS, RS, RN, RS, RGBS, RN, RS, RN, RS, RN, RS, RGBS, RN, RS, RN, RES, RN, RS, RN RES  RES, REE REC NG, RS, RS, RS, RS, RS, RES, RS, RN, RN, RES, RIS, RE6, RS, RE_ NS, RE6 RS, RE6) |

» =g = 00O,
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1160
1160
1160
1160
490
1160
1160
4,870
4,870
4,870
4,870
1160
1160
1160
1160
1160
1160
1160
1160
380
1160
1160
1160
1160
1160
1160
1160
1160
1160
1160
1160
1160
1160
1160
1160
1160
1160
1160
1160
1160
1160
1160
1160
1160
1160
1160
1160
1160
1160
1160
1160
1160
480
380
1160
1160
1160

1160
1160
1160
540

1160
1160
530

4,420

350

420

420
5,950



11.5.
11.6.1.
11.6.2.
11.10.
11.7.1.
11.7.2.

9.7.
9.6.
11.3.1.
11.3.2.

11.9.1.
11.9.2.
11.8.1.
11.8.2.

11.11.1.
11.11.2.

11.2.1.
11.2.2.
11.20.
11.21.
11.22.
10.2.
11.15.

11.12.1.
11.12.2.
11.16.1.

21.17.
21.1.
21.19.
21.9.
21.20.
21.4.
21.18.

16.8.

16.9.

2.1.
2.2.
2.3.
24.
2.7.
2.6.
2.8.
2.5.

2.17.
2.54.
2.11.
2.52.
2.18.
2.50.
2.58.
2.12.
2.51.
2.16.
2.14.
2.10.
2.9.
2.13.
2.15.
2.19.
2.22.

Bunupy6uH (pasosas mo4a)
'nioko3a (pa3oBas moya)
[nioko3a (cyTovHas mo4a)
Kanbuui (cyTouHas moya)
KpeaTuHuH (pasoBas mo4va)
KpeaTuHuH (cyToyHas moya)

JInToreHHble CBOMCTBA MOYM C pac4eToOM KpeaTUHUHOBOIro
JIntoreHHble cBovicTBa Moyu: 8 aHanUToB (CyTOYHasi Mo4a)

MwukpoansbymuH (anb6ymuH, pasoBasi Moya)
MwukpoanbbymuH (anb0ymMuH, cyToqHas mMo4a)

MoueBas kucnota (pasoBasi Moya)

MouyeBasi kucnoTa (CyTodHas mouya)

MoueBuHa (pa3oBas Mmo4a)

MoueBuHa (CyTovHas mo4a)

HaTtpuii, Kanuii (pasoBasi moya)

Hatpun, Kanun (cytouHas mova)

O6wuii 6enok (pasoBas Mo4a)

O6Lwuii 6enok (cyToyHas Moya)

OpraHuyeckue KucnoTbl: 23 nokasaTens (Moya)
OpraHudeckue kucnoTbl: 40 nokasaTtenen (Mo4a)
OpraHuyeckue kucnoTbl: 60 nokasaTenen (Moya)
Mpo6a Pebepra (cyTouHas moya)

[Mpo6a CynkoBuya (Kanbumii Mo4um, pa3oBas)
docdop HeopraHnyecknn (pasoBasi Moya)
Pocchop HeopraHNYeCKUin (CyTo4Has Moya)
XMMUYECKMIN COCTaB MOYEBOIO KaMHs (KOr.,
03.03.BMOXNMNYECKUE NCCNEQOBAHNA KAJTA
Anbga-1-aHTUTPUNCKH (Kan)

Broxumuyeckuii aHanus kana

OcTtaTo4yHas 0OCMOMSAPHOCTb

MaHkpeaTnyeckas anacrtasa 1

CTteaTokpuT (CBOBOAHbIV XMP)

Yrnesoapl

3031MHOUNbHBIN HenpoTokeuH (EDN)

03.04.BMOXMMUYECKWME UCCITIENOBAHWA CINIOHbI

Buoxnummnyeckunin aHanma CritoHbl

03.05.BMOXMMNYECKWME UCCITEAOBAHUA CIEPMbI

Buroxmmunyeckunin aHanma cnepmbl: MIMMOHHAsA KUCNoTa,
03.06.BMOXMMNYECKME UCCITIENOBAHUA
04.FOPMOHAJIbHBIE NCCNEAOBAHUA
04.01.rOPMOHAJBbHbLIE NCCITEAOBAHUA KPOBU

04.01.01.lLuTtoBNnaHas xenesa

T3 0bwun

T3 cBOGOAHBIN

T4 obwun

T4 cBoGOAHBIN

TecT NornoLLeHNs TMPEOUAHbIX FOPMOHOB
TupeornobynuH

TWPOKCUHCBA3bIBAIOLLMIA rMOGYNMH

TTr

04.01.02.INonoBble rOPMOHbI
17-OH-nporectepoH

AHOPOCTEHAMON TMIOKYPOHM,
AHOpOCTEHANOH

AHTMIONNEepoB ropmoH (AMH/MIS)
"Mo6ynuvH, CBsI3bIBaOLLMIA NOMOBbLIE FOPMOHbI
[vrngpoTtecTtocTepoH

MHrmbuH B

Jir

MakponponakTuH, B T.4. NPONaKTUH 1 MOHOMEPHbIW
MporectepoH

MponaktnH

CBObGOAHbIN TECTOCTEPOH

TecTocTepoH

dCIr

ScTpaguon
04.01.03.'mnocnsapHo-HagnoYeyHKoBas cuctema
AKTI

AnbgocTepoH
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350
350
350
380
340
340
3,100
3,300
670
670

380
380
340
340
380
380
370
370
4,350
7,200
9,650
420
270
390
390
4,780

1,880
2,380
1570
2,960
1530
890
4,270

2,350

1880

690
700
690
700
910
1080
950
660

940
1810
1730
1790

770
1820
1680

750
1540

730

740
1500

740

750

750

1230
1140



2.21.
2.20.
2.57.

2.27.
2.25.
1.100.
2.26.
2.61.
2.24.

2.32.
2.35.
2.62.
2.28.
2.31.

2.29.

2.30.

2.39.
2.36.
2.37.
2.40.
2.41.
2.42.
2.38.

2.43.
2.44.
12.10.2.

2.46.
2.81.

2.47.

2.49.
2.48.

12.2.
12.6.1.
12.6.2.
12.7.1.
12.7.2.
12.10.1.
12.4.
12.12.
12.8.1.

12.3.
12.5.
12.11.

2.78.
2.80.
2.77.
2.76.
2.79.

2.65.
2.70.

OrA-s

KopTuson (ropmoH cTpecca)

PeHuH npsimon

04.01.04.MeTabonmam KOCTHOW TKaHu

B-cross laps

KanbumToHWH

Mapkép opmmpoBaHus kocTHoro matpukca P1NP
OcTeokanbuyH

OcTeonpoTterepuH

MapatropmoH

04.01.05.TNomxenyno4Has xenesa / XXenygo4Ho-
[acTpuH

["acTponaHensb (¢ Harpy3kown) (FfacTtpuH 17, FactpuH 17-
["acTponaHenb (CKpuHUHr) (FacTpuH-17 6a3anbHbein,
WHcynuH

JlenTtuH

[MponHcynuH

C-nentung

04.01.06.MNpeHaTanbHas guarHocTmka

Benok accounmpoBaHHbIn ¢ 6epemeHHocTbi0 (PAPP-A)
Geta-XMd

6eta-X'd cBOGOAHIN

[navueHTapHbIV NakToreH

MpeHaTtanbHbIV cKpuHKHT | TpumecTpa (11-13 Hepens)

[MpeHaTanbHbIn cKpuHUHT || TpmecTpa (14-20 Hegens)
ScTpron cBOGOAHbIN

04.01.07 .KatexonamuHbl

AfpeHanuH, HopagpeHanuH

AJpeHanuH, HopagapeHanuH, 4odamMuH

AHanu3 Ha cogepXaHune NMPOMEXYTOYHbIX MeTabonnToB
04.01.08.b1oreHHbIe aMUHBbI

M'mctamuH

MenaToHuH

CepoTOHUH

04.01.09.®akTopbl pocta

N®P-1 (ComatomenuH C)

CTr

04.02.F OPMOHAJbHbIE MCCITIEQOBAHUA MO4YU
17-KC xpomaTorpadmnyeckmumn metoq (CyTovHas Mo4a)
AnpeHanuH+HopagpeHanuH (pasoBasi Moya)
AppeHanuH+HopagpeHanuH (CyTodHas Mmo4ya)
ApnpeHanuH+HopagpeHanuH+dodamuH (pa3oBas moya)
AppeHanuH+HopagpeHanuH+[odamMuH (CyTodHas mouya)
AHanu3 Mo4Yu Ha cogepXKaHne MPOMEXYTOYHbIX

OrA-S (cyTouHas mouya)

ONWA (oe3okcunupuanMHonuH) B Move

KomnnekcHoe uccnegoBaHue Ha KaTexornamuHsl,
CEPOTOHMH ¥ UX MeTabonuTbl (roMOBaHWUNMHOBAS,
BaHUNUNMUHAaneBas,5-rmapoKCUMHAONYKCYCHas
KopTuson (cytoyHas moya)

C-nenTtua (CyTo4dHas moua)

CBO6GOAHbIV KOPTU30S

04.03.MOPMOHAJIbHbIE MCCINEAOBAHNA CINIOHbI
17-OH-lporectepoH (cntoHa) (meTog B3XKX)
17-OH-lNporectepoH, AHOPOCTEHANOH,
AHOpocTeHAMOH (cntoHa) (MeTo B3XKX)
HerngpoannanapoctepoH (crntoHa) (metoa BOXKX)
OerngpoanuaHgpoctepoH, MporectepoH, ScTpaamon,
TecTocTepoH (cBoboaHble hpakumm B critoHe) (MeToA,
B3XX)

KopTuson (crtoHa)

MporectepoH cBoGoAHbIN (crnitoHa) (MeTog BOXKX)

AN = gl -

© = 00 0 —

AANO®A o

0o | 0o

[o2)

N

N =N o o o N

DO

750
490
1400

1510
1530
2100
1190
2,000
1150

1050
7,100
5,300
940
1310

1540

840

1100
490
910
1140
2110
2190
860

1,790
2,780
6,440

2,930
3,970

2,790

1690
920

2370
2,360
2,360
2,670
2,670
3,500
710
1990
4,960

1150
730
1150

1500
6,900
1500
1910
5,600

990
1,900



2.73.

2.72.
2.74.
2.75.
2.71.
2.69.

5.4.
5.2.
5.1.
50.3.2193.
5.5.

6.8.
6.11.
6.25.
6.12.

6.3.
6.13.
6.10.
6.21.

50.9.2228.
6.15.
6.16.

6.5.

6.9.

6.4.

50.7.2228.
6.14.
6.18.
6.19.
6.20.
6.17.
6.6.
6.7.

8.7.
8.6.
8.8.
8.9.
8.22.
8.10.

8.25.
8.19.

8.17.
8.18.
8.12.1.
8.12.2.
8.1.
8.14.
8.13.

8.21.
8.20.

8.26.1.
8.4.

8.11.
8.2.

8.15.
8.5.

8.3.
8.24.

CBoboaHbIN kopTu3on (aBa B3ATUS) (CroHa) (MeTof,
B3XX)

CBoboaHbIN kopTu3on (0aHO B3siTUE) (CritoHa) (MeTog
CBoboaHbIV kopTU3on (Tpy B3ATMS) (CrntoHa) (MeToA
CBob60oaHbIV KOPTU30/ (YeTbIpe B3ATUS) (CrtoHa) (MeToA
TecTocTepoH cBoboAHbIN (crntoHa) (MeToa BOXKX)
OcTtpaaunon cBoboaHbIn (crnoHa) (MeTog BOXKX)
05.MMMYHOIEMATONOIMYECKUE NCCITEOOBAHUA
AHTUreHbl cuctembl KELL

AT k pesyc-dakTopy (TUTp)

['pynna kpoBu, pesyc-taktop

OnpegeneHne UMMYHHbIX aHTuTen no cucteme ABO
deHoTUNMpoBaHMe apuUTpoumnToB no aHtureHam C, ¢, E, e,
06."EMOCTA3NONOIrMYECKWNE MCCIEAOBAHNA
D-aumep (Bbicokuii pyck TPoMGO30B)
AKTUBMPOBaHHOE BPeMs pekanbLudukaumnm nnasmol
AHTU-XA-akTBHOCTb (OLeHKa KOHLEHTpaummn renapuHa)
AHTUTPOMOWH 1.

AYTB.

BonyaHo4YHbIN aHTUKOarynsHT

MHO (+MTB n MNTW)

Mapyc-tect

[Mna3muHoreH

MpoteunH C

[MpoTenH S

MpoTpombuHoBoe Bpemsi, [MpoTPOMOUHOBLIN MHOEKC
POMK

TpomburHoBOE Bpems

dakTop IX

daktop VIII

dakTop X

dakTtop Xl

daktop Xl

dPakTop Bunnebpanaa

dubpuHoreH

PubprHONMTUHECKas akTUBHOCTb
07.OHKOONATHOCTUKA

07.01.OHKOMAPKEPbI

CA 125 (an4HuKm)

CA 15-3 (Mono4Hble xenesbl)

CA 19-9 (nopxenygoyHas xxenesa, npsmas u

CA 72-4 (>xenynok)

CA-242 (nogxenyooyvHas xxenesa, TOnCTbi KULIEYHMK,
Cyfra 21-1 (HEMENKOKNETOYHbIN paK Nerkmx)

Cyfra 21-1 B Moye
HE4 (anuTenunanbHbIn pak SUYHUKOB)

pro-GRP

S-100 (HeMpO-aHOAOKPUHHbBIE OMYXOSn)

-2 mMukpornobynuH (MMMdoMa, MHOXECTBEHHas!

-2 MyKpornoBynuH (MMMdomMa, MHOXeCTBEHHas
Anbda-deTonpoTerH (neyeHns)

AHTWreH NNOCKOKNETOYHOW KapumHombl (SCC)
(KapumMHOMa LUEeNKN MaTK1, HOCOTMOTKM, NULLEBOAA, yXa u
AHTUreH paka moyeoro ny3bips (UBC) (Mo4eBoWi ny3bipb)

MHpekc ROMA B nocTmeHomnayse (3anMTenuanbHbii pak
MHoekc ROMA B npemeHonay3e (anMTenuanbHbIv pak
ANYHUKOB)

MHaekc 3gopoBbs npoctatsl (phi-nHaekc). OueHka pucka
KomnnekcHoe onpegenexve MNCA ceobogHbIn/ICA
obwwmin. AndpdepeHumanbHasi anarHocTuka 3abonesaHui
HelpoHcneumnduryeckasi eHonasa

O6wwuia MCA (MpocTaTnyeckuii cneunUUecknin aHTUreH)

Onyxonesast M2 nupyBaTkvMHa3a (KOnopeKkTanbHbIN pak)
P3A (ToncTas kuwka, npsAmas KuLka)

CBobogHblI MNCA (npeactatenbHas xxenesa)
XpomorpaHuH A

DO

G, ) PG NI JIFQ RN

1,890

1260
2,420
2,520

1900

1900

1110
1320
880
1560
1,610

1820
320
2,200
660
400
1290.00
580
1540
960
2400
2950
470
450
520
1450
1260
900
1050
1000
2300
540
370

1070
1050
1080
1530
1100
1540

1540
1520

3,950
3090
1510
1510
690
2660

2,350

2300
2300

4,370
1710

2080
900

2,270
1100

830
5,750



07.02.unTONOrNA
07.02.01.TMyHKTaThI LLIMTOBMOHOW Xenesbl

14.16. ViccnepoBaHue NyHKTaATOB LWMTOBUAHON Xenesbl 3 1050

14.19. VccnepoBaHve MyHKTaTOB LUMTOBUAHON Xenesbl METOA0M 7

14.19. VccnegoBaHue NyHKTaATOB LWTOBUAHOW Xene3bl MeToaoMm 7 2,390
07.02.02.TTyHKTaTbl MOMOYHON Xenesbl U COCKOObI KOXK

14.18. MccnepoBaHue NyHKTATOB KOXM M MOFIOMHON Xenesbl 7 2,760
METOLAOM >KUOKOCTHOW LIUTONOrn

14.18. MccnepoBaHue NyHKTaTOB KOXM M MOFIOMHON Xenesbl 7 2,340
METOAOM XNAKoCTHOW umTonormm BD ShurePath

14.15. ViccnepgoBaHue NyHKTaTOB MOMOYHON Xernesbl 3 1000

14.14. MccnepoBaHue cockoba Koxu 3 1000

07.02.03.Cockobbl C LWenkn MaTku U LepBrUKaribHOro

KaHana
14.13. YKnakocTHast uMTonormsi COCKkoboB LUEVKN MaTKM U 3 1680
19.102.1. YKnakocTHas LMTONOrMSA COCKODOB LLEMKU MaTKU U 3 2,300
19.102.1.  XKngkocTHas LMTONOrMa COCKOOOB LLUENKN MaTKu U 3 1,900
14.13. YKnaKocTHas LMTONOrMsA COCKODOB LLEMKU MaTKU U 3 1920
uepBukanbHoro kaHana (SurePath FocalPoint)
14.21.1. YKnakocTHas LMTONOrMsa CockobOoB LLEMKU MaTKU U 10 5,640
LiepBUKaribHOro kaHana c onpegenenvem BIMY 16/18
14.21.1. YKnakocTHas LMTONOrMsa CockobOoB LLEMKU MaTKU U 10 3,540
LiepBuKarnibHOro kaHana c onpegenenvem BIMY 16/18
TWNOB (OoMNpeaerneHne reHoTuna),
14.21. YKnokocTHas uMTonormsi COCKoboB LUEVIKN MaTKu U 3 4,490
LepBuKanbHOro kaHana c onpegeneHvem BIMY Tunos
14.21. YKnakocTHas umMTonormsi COCKoboB LUEVIKN MaTKM U 3 3,190

LepBUKanbHOro kaHana c onpegeneHvem BIMY tunos
16,18,31,33,35,39,45,51,52,56,58,59 (SurePath

14.11. MccnepoBaHme cockoboB C LWelkn MaTku (o 3 1680
Mananunkonay, Pap-TecT)

14.2. MccnepoBaHne cockobOB C LLIENKN MaTku U 3 1210
LiepBuMKasibHOro kaHana

07.02.04.AcnupaT nonocTu MaTkn

14.3. MccnepoBaHue acnupaTa nofiocTv MaTku 3 1050
14.17. LinTonornyeckoe nccnenosaxue MANMENb-BUOMNCUN 11
OHOOMETPUA MeToaoM XMAKOCTHON LUTOMOrMN
14.17. LinTonornyeckoe nccnenosaxue MAUMENb-BUOMNCUN 11 2,330
07.02.05.3Haockonuyeckmn matepuarn
14.6. MccnepoBaHme 3HAOCKOMUMYECKOro Matepuvana 3 1050
14.12. MccnepoBaHue aHAOCKONMYECKOro MaTepuana Ha 3 1050

Helicobacter pylori

07.02.06.Uutonorna moun
14.10. LinTonornyeckoe nccrnegoBaHve Moyu 3 1050
07.02.07.ccnepoBaHne MOKPOTbI

14.1. VMccnepoBaHue MOKpPOTbI 3 1050
07.02.08.MccnepgoBaHmne KOCTHOroO Mo3ra

14.22. Lintonornyeckoe uccrnegoBaHve otneyvaTkon 5 5,510

14.22.1. LinTonornyeckoe nccrnegoBaHve otTneyvaTkon 5 6,500

14.23. Lintonornyeckoe uccnegosaHve nyHkTaTa (acnuparta) 5 5,510

14.23.1. LinTonornyeckoe uccnegoBaHue nyHkTata (acnupara) 5 6,500

KOCTHOro mo3sra. [logcyeT Mmuenorpammbl. JKCNepT -
07.02.09.[pyrve nccnegoBaHuns
14.5. VMccnepoBaHue nyHKTaToOB APYrMx OpraHoB U TKaHen 3 1050

14.20. VMccnepoBaHue nyHKTaToOB APYrMx OpraHoB U TKaHen 7
MeTOAO0M XNAKOCTHON LUTONOrnm

14.20. MccnepoBaHve NyHKTaTOB APYrMX OPraHoB U TKaHen 7 2,460
14.9. MccnepoBaHmne cockobGoB 1 0TNEYaTKOB ONyXonen u 3 1050



14.8.

14.7.

29.21.

29.21.

14.26.

14.26.1.

14.25.

14.25.1.

14.24.

14.24.1.

31.5.

31.4.

31.2.
31.3.
31.20.
31.22.
31.22.2.
31.23.
31.25.
31.26.
31.10.
31.11.
31.9.
31.7.
31.18.
31.27.
31.8.
31.15.
31.16.
31.12.1.
31.12.
31.28.
31.28.2.
31.24.
31.14.
31.14.2.
31.13.
31.17.1.
31.17.
31.21.
31.19.

31.45.
31.44.

MccnenoBaHme cockoGoB 1 0TNEYaTKOB P03, SI3B, PaH,
CBULLEN

MccnepoBaHue akccynaToB, TpAHCCYAATOB, CEKPETOB,
9KCKPETOB

07.03.MMMYHOLUNTOXNMUA

VIMMYHOLUMTOXUMNYECKNIA CKPUHUHT paKa LUEVKN MaTKu:
p16ink4, Ki67 (HasHayaeTCcs AOMOMHUTENBHO UMK BMECTE
MIMMYHOLUUTOXUMNYECKNIA CKPUHUHT paKa LUEVKN MaTKu:
p16ink4, Ki67 (HasHayaeTCs AOMOMHUTENBHO UK BMECTE
07.04.NMPOTOYHAA UUTOMETPUA U

[narHocTuka MMHMManbLHOW ocTaTo4HOM 6onesHn
MHOXXECTBEHHOW MUENOMbl METOAO0M MPOTOYHOWM
LUMTOMETPUM (KOCTHBIA MO3r) (3aKka3biBaeTCs COBMECTHO C
[unarHocTrka MUHMMarbHOW OCTaToYHON B6onesHn
MHOXXECTBEHHOW MUENOMbl METOAOM MPOTOYHON
uuToMeTpun (KOCTHbIN Mo3r). JkcnepT - KYTPbILLWNHA
[narHocTuka MMHMManbLHOW ocTaTo4HOM 6onesHn
OCTPOro Nnerko3a MeTogoM NPOTOYHOW LUTOMETpUmn
[narHocTuka MMHMManbLHOW ocTaTo4HOM 6onesHn
OCTPOro Nnerko3a MeTogoM NPOTOYHOW LMTOMETpUmn
(kocTHbI MO3r). JkcnepT - KYMPbIWWNHA H.A., K.M.H.
[unarHocTrka MUHMMarbHOW OCTaToYHON 6onesHn
XPOHUYECKOTO NMMdporenko3a METOLOM NPOTOYHOMN
LUMTOMETPUN (3aKa3blBaeTCsi COBMECTHO C

[narHocTuka MMHMManbLHOW ocTaTo4HOM 6onesHn
XPOHNYECKOTO NMMdornenko3a MeETOAOM NPOTOYHON
uutomeTpun. dkenept - KYTMPLIWWHA H.A.
07.05.UNTOrEHETUKA. FISH-gnarHocTuka nemko3os
(nMmdpobnacTHble 1 MUenouaHbIe) Ha LUTONOMMYECKUX
npenapartax KOCTHOro Mo3ra

07.05.1.Mapkepbl M1enonaHbix u NMMdobnacTHbIX
NenKo3oB

Onpegenexune TpaHcnokauum t(11;17)(q23;p21)
PLFZ/RARA

Onpepgenenne TpaHcnokauum t(15;17)(q22;911-921)
PML/RARA

Onpegenexuve TpaHcnokaumm (8:21)(q22;g22) AML1/ETO
Onpegenexve TpaHcnokauun t(9;22)(q34;911) BCR/ABL
FISH aHanu3 nepectpoek BCL-2 (kpoBb)

FISH ananu3 TpaHcnokaumu t(11;14) (KOCTHbIA MO3r)
FISH aHanu3 tpaHcnokaumu t(11;14) (kpoBb)

FISH ananu3 TpaHcnokaumu t(11;18) (KOCTHbIA MO3r)
FISH aHanu3 tpaHcnokaumu t(2;5) (kpoBb)

FISH ananu3 TpaHcnokauum t(2;5) (napacduHoBbIN cpes)
FISH aHanu3 nepectpoek 12p (KOCTHbI/ MO3r)

FISH aHanu3 nepectpoek 20q (kpoBb)

FISH aHanu3 nepectpoek 3q (KOCTHbIA MO3r)

FISH aHanu3 nepectpoek 59 (KOCTHbIN MO3r)

FISH aHanu3 nepectpoek BCL-6 (kpoBb)

FISH aHanu3 nepectpoek FGFR1 (kpoBb)

FISH aHanu3 nepectpoek MLL (KOCTHbIN MO3r)

FISH aHanus nepectpoek PDGFRa (kpoBb)

FISH ananu3 nepectpoek PDGFRb (kpoBb)

FISH aHanu3s nepectpoek TP53 (KOCTHbIN MO3r)

FISH aHanu3 nepectpoek TP53 (kpoBb)

FISH aHanu3 nepecTtpoiku 1 XpomMOCOMbl (KOCTHbIA MO3T)
FISH aHanu3 nepectpoiku 1 XxpoOMOCOMbI (KPOBb)

FISH aHanu3 nepectpoiiku rena C-MYC (kpoBb)

FISH aHanu3 TpaHcnokaumm t(14;16) (KOCTHbIN MO3r)
FISH aHanu3s TpaHcnokaumu t(14;16) (kpoBb)

FISH aHanu3 Tpucomun 12 xpomocombl (+12) (kpoBb)
FISH ananu3 moHocomuu (aeneuusi 13 XpomMoCcoMmbl)
FISH aHanu3 moHocomun (geneuusi 13 XxpoMoCOMbl)
FISH ananu3 nepectpoek ATM (kpoBb)

FISH aHanns nepectpoek BCL-2 (napadpmHoBbIv cpes)

= | ===

FISH aHanus TpaHcnokaumm t(14;18) (932;921) (koCTHbIV
FISH ananu3 TpaHcnokaumu t(14;18) (932;921) (kpoBb)

10
10
10
10
10
14
10
10
10
10
10
10
10
10
10
10
10
10
10
10
10
10
10
10
10
10
12

10
10

1050

1050

6,060

6,060

18,000

19,000

18,000

19,000

16,500

17,500

10,890

10,890

10,890
10,890
11,000
11,000
11,000
11,000
11,000
11,000
11,000
11,000
11,000
11,000
11,000
11,000
11,000
11,000
11,000
11,000
11,000
11,000
11,000
11,000
11,000
11,000
11,000
11,000
11,000
11,000
11,000

11,000
11,000



31.46.

31.47.
31.6.
31.1.

15.31.

15.32.

15.32.1.

15.33.

15.34.

15.34.1.

15.35.

15.36.

15.39.1.
15.39.2.

15.37.
15.38.
15.39.

15.40.

15.41.

15.42.

15.43.

15.44.

15.45.

15.46.

15.46.1.

15.47.

15.54.

15.55.
15.56.

15.48.

15.40.1.

FISH aHann3 TpaHcnokaumm t(4;14) (p16;932) (kOCTHbI
FISH ananu3 TpaHcnokauwm t(4;14) (p16;932) (kpoBb)
McecneposaHue mytaumoHHoro ctatyca BCR/ABL (kpoBb)
MonHas naHenb FISH npu xpoHuyeckoM numdonekose
07.06.r'CTONOrNA

07.06.01.LLuTtoBNnaHas xenesa

'McTonornyeckoe nccnegoBaHue LWMTOBUOHOM Xeneabl

07.06.02.Mono4Has xenesa

"'mcTonornyeckoe nccnegoBaHMe MoSTIOYHOM XKenesbl
"'mcTonornyeckoe nccrnegoBaHne MOSIONHON XKenesbl
07.06.03.CritoHHbIE xenesbl

'mcTonormyeckoe nccrnegoBaHne CIHOHHBIX XKenes

07.06.04.>Kenyo4HO-KMLLEYHbIV TPaKT

['McTonormyeckoe nccnegoBaHne XenyaoyHO-KMLLEYHOTO
['McTonormyeckoe nccrnegoBaHue XenyaoyHHO-KMLLEYHOTO
07.06.05.Msrkve TkaHu

['mcTonormnyeckoe uccrnegoBaHne MArkUX TKaHemn (CTeHKU
paHeBbIX KaHaNoB, TKaHb CBULLIEBbLIX XOA0B U rPaHyns,
07.06.06.Koxa

MCTONOrMYEeCKOe UCCNEAOBAHNE KOXHbBIX U MOAKOKHBLIX
07.06.07.'mHekonornyecknii matepuan

'McTonornyeckoe nccnegoBaHne MaTky C npugatkamm
'mcTonormnyeckoe uccrnegoBaHve LepBnKanbHOro kKaHana

['mcTonornyeckoe uccrnegoBaHme LWEenkn MaTkm
"'McTonormyeckoe nccrnefoBaHue aHAOMEPUst
['McTonormyeckoe nccrnegoBaHne SHAOMETPUS
07.06.08.MNpepcratenbHas xenesa
['mcTonornyeckoe uccrnegoBaHve npeacraTtensHom
enesbl (OnepauvoHHbIN MaTepuan)
07.06.09.MonocTb pTa

McTonormyeckoe UccrnefoBaHue onyxonenoaobHbIX
07.06.10.MNonocTb Hoca

'mcTonormyeckoe nccnenobaHve obpasoBaHuii nasyx
07.06.11.Toykn / MoyeBon ny3bipb

McToNorMyeckoe UccrnefoBaHue noYek, opraHoB
07.06.12.Jlerkoe

[McTonormyeckoe nuccregoBaHue nerkmx
07.06.13.CeneseHka

['mcTonormyeckoe nccrneqoBaHve ceneseHkun
07.06.14.JlumdpaTnyeckue yanbl

'mcTonormyeckoe nccnegoBaHve NMMQaTMHecknx yanos
"'mcTonormnyeckoe uccrnegoBaHve NMMaTUyYeckux y3nos
07.06.15.Cocyapl

'mcTonormyeckoe nccneqoBaHve CocyaoB

07.06.16./ccnegoBaHue KOCTHOro Mo3ara

['McTonormyeckoe uccnegoBaHue TpenaHobvonTaTa
07.06.17.UccnepoBaHme KOCTHON TKaHW
MmcTonormnyeckoe nccnegoBaHme GUONCURHOro
'mcTonormnyeckoe uccrnegoBaHve onepaunuoHHOro
mMartepuana KOCTHOM TkaHu (Onyxonu 1 onyxonenonobHslie
07.06.23.[pyras nokannsaums

'mcTonormuyeckoe uccnegoBaHve matepuana gpyron
nokanusaumm

07.06.24.MynbTudokanbHble Guoncum

'mcTonornyeckoe nccnegoBaHne eanHUYHbIX obuonTatoB

10
10
32

[«

10

14
14

11,000
11,000
11,000
22,990

3,000

3,000
3,000

3,150

3,000
3,000

3,000

3,000
3,000
3,000
3,000
3,000
3,000

3,000

3,000

3,000

3,210

3,000

3,200

3,200
3,800

3,200

5,890
6,500
14,300

3,000

6,000



15.40.2.

15.59.
15.60.

50.106.1405.

15.70.
15.69.

15.70.1.

29.78.

15.81.

15.76.

29.77.

29.38.

29.37.

29.50.

29.51.

29.25.

29.23.

29.22.

29.26.

29.32.

29.33.

29.24.

29.30.

41.801.

29.27.
29.31.

29.29.

29.52.

29.28.

29.48.

29.49.

50.114.1405.

'mcTonoruyeckoe uccnegoBaHne MynbTUgOKanbHON
6uoncumn npeacTaTensHou xenesbl (bonee 12 o6pa3LoB)
MynbTudokanbHas 6uoncus xenyaka ¢ OLEHKOW No
MynbTudokanbHas Guoncus ToNCToN KNLLIKW,
rMcTonormyeckoe uccrnenoBaHue

07.07.MMMYHOI'MCTOXMWNA

07.07.01.0OnpegeneHune 1 oLeHKa NPOrHOCTUYECKM
3HAYMMbIX MApKEPOB B 31TIOKAYECTBEHHbIX 3NUTENManbHbIX
HER 2/neu

Onpegenexve PdI1 ¢ ucnonb3oBaHMeM aHTUTEN KIOHa
Onpegenexve PdI1 ¢ ucnonb3oBaHMeM aHTUTEN KIOHA
22C3 (DAKO)

Onpegenexve PdI1 ¢ ucnonb3oBaHMeM aHTUTEN KIOHA
SP 142 (Ventana)

Onpepgenenue 6ernka, koampyemoro reHom PRAME,
metogom UIMX

Onpegenexve mytaumi B reHax MLH1, MSH2, MSHG,
PMS2 nMMyHOrMCTOXMMUYECKMM METOAOM
Onpepgenenne TpaHcnokauuii reHa ALK (UMX)
(6roncuiiHbIi/onepaLmoHHbI MaTepuann)

OnpepgeneHue akcnpeccun peuentopoB aHaporeHa (AR)
metoaom UIMX

UIX-nccnepoBaHne Ha xpoHuyeckuin aHaomeTput (CD-
138)

UIMX-uccnepoBaxune peuentuBHocTh aHgomeTpusi: ER, PR

MMMyHorncToxmmmnyeckas guarHocTrka 3abonesaHui
Lwenkn matkun p16ink4, Ki67

MIMMyHOIMCTOXMMMUYECKOE UCCrEA0BaHNE XeNyaoYHO-
MIMMYHOTMCTOXMMUYECKOE UCCIEAOBAHNE KEMNYAOYHO-
MIMMyHOrncToxmmmnyeckoe nccriefoBaHve LUMTOBUAHON
xenesbl (kanbuntoHuH , Kl 67, untokepatuH 19,
MMMyHornctoxmmmnyeckoe nccrefoBaHve
MMHEKOOrMYeckoro MaTepuana

MMMyHorncToxmmmnyeckoe mccrnenosaxue ans
npoBefeHua anddepeHumnanbHON AnarHoCTUKK
MMMyHorncToxummnyeckoe UccnegoBaHme Apyrux opraHoB
N TKaHen

MMMyHorncToxummnyeckoe nccnegoBaHme
3/10KaYECTBEHHbIX OMyXonein 6e3 BbISBNEHHOMO
MMMyHorncToxMmmnyeckoe mnccrenoBaHme nerkoro

MMmyHorncToxvmmnyeckoe nccnegoBanHme
nuMmdaTn4ecKnx y3nos

MMMyHorncToxvmmnyeckoe nccnegoBaHme MONOYHON
xenesbl (ER, PR, Her2/neu, Ki67)
MMMyHorncToxvmmnyeckoe nccregoBaHme Markux TkaHemn
MMMyHOrMcTOXuMmnyeckoe nccneaoBaHue onyxonen
rOfIOBHOMO ¥ CMUMHHOTO MO3ra

MMMyHorncToxummnyeckoe nccnegoBaHme noyvek n Apyrux
OpraHoOB MOYEBbIAENUTENBHOW CUCTEMBI
MMMyHorncToxummnyeckoe nccnepoBaHme
TpenaHobuonTaTa KOCTHOrO Mo3ra

KomnnekcHoe MMMYHOrMCTOXMMUYECKOE WCCrefoBaHve
6uonTaToB NpeacTaTenbHOMN Xenesbl C OLEHKON
KomnnekcHoe MMMyHOrMCTOXMMUYECKOe nccrnenoBaHmne
npu xpoHnyeckom aHgomeTpute (CD 138, CD 20,
PacLumpeHHoe KoMnnekcHoe MMMYHOTMCTOXMMUYECKOe
nccneposaHue sHgomeTpusa (CD 138, CD 20,
07.08.0JTYOPECUEHTHAA TMBPUOMNSALNA in situ
(FISH)

07.08.01.Morno4Has xenesa

Onpegenexve HER2 ctatyca onyxonu metogom
dnyopecueHTHoW rubpuansauum in situ (FISH)

14

14
14

14

14

14

17

14

14
14
14
14
14

14

14

14

14

14

14

14

14
14

14

14

14

14

14

14

6,800

7,500
7,500

4,400

13,000
19,260

14,980
6,830
12,080
9,100
5,250
3,840
5,560
7,490
12,950
14,300

14,180

17,600

18,830
17,600
26,750

13,200

18,700
10,590

18,480
18,480

13,860

15,750

11,770
15,390

17,320

29,000.00



15.79.
15.82.

15.86.
15.87.

15.88.

15.89.

15.90.

29.41.

29.39.

29.41.6.
29.41.2.

29.41.14.

29.41.9.

29.41.12.

29.41.18.

29.41.15.

29.41.10.

29.41.3.

29.41.11.

29.41.1.

29.41.4.

29.41.13.

29.41.16.

29.41.17.

29.43.

29.43.3.

29.43.2.

29.43.4.

07.08.02.0pyras nokanusaums

OnpegeneHue kogeneuunn rokycos 1p/19q metogom
Onpegenexue konuyectsa konun reHoB RREB1 (6p25),
MYB (6g23), CCND1 (11q13) 1 ueHTpomepbl 6 MmeToaoMm
Onpegenexune nepectpoek reHa BCL2 (18g21) (FISH,
OnpepgeneHve nepectpoek reHa BCL6 (3927) (FISH,
napad1HoBbI GI10K)

Onpepgenexue nepectpoek reHa CCND1 (11913)/SE 11
(FISH, napadvHoBhbI 6110K)

Onpegenexve nepectpoek reHa MYC (8924) (FISH,
napagvHoBbI 6110K)

Onpegenexve PHK Bupyca Epstein-Barr (EBV; EBER)
MEeTOAO0M XPOMOreHHoW rmépuausaumm in situ (SISH,
07.09.0HKOJTOM'MYECKAA SKCMNEPTUSA

MepecmoTtp MCTOJIOTMYECKUMX npenapatoB
Beaywmmm Poccunckumun SkcnepTamu, LieHa 3a cryyan
MepecmoTtp MCTOJIOTMYECKUMX npenapaToB Bpavamu
JlabopaTopun N'emoTecT METOAOM KOHCUIINYMa, LieHa 3a
MepecmoTtp MCTOJIOTMYECKWMX npenapatoB
MepecmoTtp MCTOJIOTMYECKNX npenapatoB
JkcnepTom - BAMKOB B.B., 4.M.H. (KOCT. MO8,
MepecmoTtp MCTOJIOTMYECKNX npenapatoB
Okcneptom - BEJIOYCOBA W.3., a.M.H. (KOXA,
MepecmoTtp MCTOJIOTMYECKNX npenapatoB
Okcneptom - BEPYEHKO IM.H., a.Mm.H. (KOCTW), ueHa 3a
cnyyan

MepecmoTtp MCTOJIOTMYECKWMX npenapatoB
Okcneptom - BIIN3HIOKOB O.I1., o.m.H.
(MEOAUATPUYECKN MATEPWAI, MATKUE TKAHW),
MepecmoTtp MCTOJIOTMYECKNX npenapatoB
Okcneptom - FTOPBAHb H.A., k.M.H. (YPOJTOIMA,TMHEK-
-A,0MNyXonnm

MepecmoTtp MCTOJIOTMYECKWMX npenapatoB
Okcneptom - N'YPEBWM J.E., 4.6.H.

MepecmoTtp MCTOJIOTMYECKWMX npenapatoB
Okcneptom - 3ACIA O.A., k.M.H. (KOCTW), ueHa 3a
cnyyaw

MepecmoTtp MCTOJIOTMYECKNX npenapatoB
Okcneptom - KOKOCAASE H.B., k.mM.H. (KOCT. MOST,
NUM®.Y3J1bl, METACT.OMYXONEW C
HEYTOYH.NEPB.JIOK-I, )XKT), uena 3a cn

MepecmoTtp MCTOJIOTMYECKNX npenapatoB
Skcneptom - KOHOBAJIOB O.M., K.M.H.
(MEOVUATPUYECKNA MATEPWAI, MATKUE TKAHW,
MepecmoTtp MCTOJIOTMYECKUMX npenapaTtos
Okcneptom - KPMBOJIATMOB 1O.A., o.m.H. (KOCT.MOSTT,
MepecmoTtp MCTOJIOTMYECKWMX npenapaTtoB
Okcneptom - JIEEHMAH E.E., k.m.H. (KOCT.MOG3T,
NNM®.Y311bl, METACTASbI OMYXONEW C
HEYTOUYH.NEPBWY.NIOKAN-), uera 3a cn.
MepecmoTtp MCTOJIOTMYECKWMX npenapaTtos
Okcneptom - MOPAOBLEBA B.B., o.m.H. (KOXA), ueHa
3a cnyyan

MepecmoTtp MCTOJIOTMYECKNX npenapatoB
Okcneptom - PBDKOBA M.B., a.m.H. (UEHTPAJTIbHAA
HEPBHAA CUCTEMA), ueHa 3a cniyyan

MepecmoTtp MCTOJIOTMYECKNX npenapatoB
Okcneptom - LWMLKNHA 1.B., k.m.H. (LEHTPANBHAA
HEPBHAA CUCTEMA), ueHa 3a criyyan

Mepecmotp LUNTONOIMNMYECKWMX npenapaToB BegyLLMmMmn
Poccuickummn SkcnepTtamu, LeHa 3a crnyyan
Mepecmotp LUNTONOIMNMYECKWMX npenapatos
Okcneptom - KOHOPATBEBA T. T., a.m.H. (JTIOBbIE
JIOKAITM3ALUWWN), ueHa 3a cnyyan

MepecmoTtp LNTONOIMNMYECKWMX npenapatoB
Skcneptom - KYTPbLIWNHA H.A., K.M.H.
(MUEJTOTPAMMA, OTIEYATKN

Mepecmotp LUNTONOIMNMYECKWMX npenapatos
Okcneptom - JIEMUHA U.10., k.m.H. (NMKOBbIE

16
14

14

14

14

14

14

14

14

14
14

14

14

14

14

14

14

14

14

14

14

14

14

14

24,000
26,000

14,000
14,000
14,000
16,000

14,000

12,000
8,000

12,000
12,000

12,000

12,000

12,000

12,000

12,000

12,000

12,000

12,000

20,000

12,000

12,000

12,000

12,000

12,000

10,000

10,000

10,000



29.43.5.

29.5.

29.35.

16.1.
16.1.1.
16.2.

16.1.2.

16.3.
16.14.

16.5.
16.4.
16.17.

16.12.
16.10.

166.0.03.28.11
166.0.03.30.11
166.0.03.15.11

155.0.03.28.00
.0.

155.0.03.30.00
.0.

155.0.03.15.00

124.0.05.19.01
.0.

124.0.05.19.01
123.0.05.19.01
.0.

123.0.05.19.01
3.

141.0.05.19.01
.0.

141.0.05.19.01
3.

130.0.05.19.01
.0.

Mepecmotp LUNTONOIMNMYECKWMX npenapatoB
Okcneptom - CJTABHOBA E.H., k.m.H. (JTIOBbIE
JNOKANMN3ALNWN, kpome TEMATOJIONMMMW), ueHa 3a
07.10.00MNONHNTENBHBLIE YCIYTW

[lononHuTensHoe U3roToBReHNe MCTOMOrMYECKIX
npenapaToB

LindpoBoe ckaHvpoBaHve npenapaToB (3a cnyyan)

08.MUKPOCKOTIUYECKME NCCNEOOBAHUA
08.01.MNKPOCKOMNNYECKNE NCCINEAOBAHUA
"'MHekonornyecknin masok Ha criopy

Ma3ok Ha dropy 13 Bnaranuwia

Ma3sok Ha dnopy 13 ypeTpbl

Ma3ok Ha dnopy 13 LepBrKanbHOro kaHana
08.02.MNKPOCKOIMNYECKME NCCJIEQOBAHUNA
CekpeT npocTathl

TecT Ha peTporpagHyto 3Kynsaumo
08.03.MNKPOCKOMNYECKME NCCJIEQOBAHNA
OPYTX NOKANU3ALINIA

AHanu3 Ha gemMofekc (pecHuULbl, koxa)
KnuHn4eckuii aHanm3 MoKpoTbl

Ma3ok Ha 303UHOWMbI OTAENSEMOrO CIM3NCTbIX
obornoyek (Maskn 13 Hoca, 3eBa, yxa, OTAENSeMOro rrnasa)
Mukpockonuyeckoe nccnegoBaHnme CMHOBUaNbHOM
PuHouutorpamma

09.AUATHOCTUKA MHOEKLIN

09.01.MNKPOBMONOTIMYECKAA OUATHOCTUKA
09.01.01.KOMIJIEKCHbIE NCCITEQOBAHUA
09.01.01.01.MMKPOCKOIMNYECKME NCCITEQOBAHUA
MuKpockonuyeckoe nccnegosaHne Bonoc Ha rpubbl
Mukpockonuyeckoe nccnegoBaHne cockoba ¢ KOXu Ha
MuKpockonuyeckoe nccnegosaHue cockoba ¢ HorTeson
09.01.01.02.MMKONOIMYECKME NCCNEOOBAHNA

Mwukonoruyeckoe vccnegoBaHue Bonoc Ha
nepmartomumueTsl (Trichophyton spp., Microsporum spp.,
Mwukonoruyeckoe nccnegoBaHue cockoba ¢ Koxu Ha
nepmartomumueTsl (Trichophyton spp., Microsporum spp.,
Mukonornyeckoe nccnegoBaHue cockoba ¢ HOrTeBom
09.01.01.03.MNKPOBUOJTOT’MYECKUE
WNCCNEOOBAHUA
09.01.01.03.01.MUKPOBNOJNOIrMYECKAA
ONATHOCTUKA MUKPO®NOPLI XXENYOKA N
KULIEYHNKA

Mwukpo6uonoruyeckas amarHoctuka gucbakrepuosa
KMLLEYHMKa C onpeaeneHnem YyBCTBUTENbHOCTH
B03byauTens k aHTubakTepuanbHbIM NpenapaTam
Mwukpobuonoruyeckas anarHocTuka ancbakrepunosa
Moces kana Ha Bo3GyauTenen kuweyvHon rpynnsl (Shigella
spp., Salmonella spp.) c onpegeneHnem
YyBCTBMTENbLHOCTY BO3OyAMTENS K aHTUbaKTepuanbHbIM
Moces kana Ha Bo3GyauTenen kuweyvHon rpynnel (Shigella
Spp., C onpeaeneHMemM YyBCTBUTENbHOCTU BO3OyanTens K
aHTWbaKkTepuanbHbIM Npenapatam u bakrepunodaram
[MoceB kana Ha 30M0TUCTbIV CTAaPUIOKOKK
(Staphylococcus aureus) ¢ onpegeneHnem
YyBCTBMTENbLHOCTH BO3OyAMTENS K aHTUbaKTepuanbHbIM
npenapartam

[MoceB kana Ha 30M0TUCTbIV CTaPUIOKOKK
(Staphylococcus aureus) ¢ onpegeneHnem
YyBCTBMTENbLHOCTY BO3OyAMTENS K aHTUbaKTepuanbHbIM
npenapatam n 6akrepuodar

Mocee kana Ha knoctpuaum (Clostridium difficile) ¢
onpepaeneHnemM YyBCTBUTENbHOCTM BO3OyanTens K
aHTWbaKTepuanbHbIM NpenapaTtam

N

N

21

21

21

10,000

2,860

3,300

760
600
630
600
600
560

560
600
620

730
1050

990
990
990

1370
1370

1370

2,650

2,920
1600

1,870

1570

1,840

1440



120.0.05.19.01
.0.

120.0.05.19.01
3.

140.0.01.05.01
.0.

120.4.01.05.01
.0.

120.4.01.05.01
3.

139.0.01.05.01
.0.
121.0.01.26.01

.0.

140.0.01.26.01
.0.

120.4.01.26.01
.0.

120.4.01.26.01
3.

139.0.01.26.01
.0.

121.0.01.27.01
.0.

140.0.01.27.01
.0.

120.4.01.27.01
.0.
120.4.01.27.01
3.
139.0.01.27.01
.0.
120.1.06.24.01

.0.

120.1.06.24.01
3.

120.4.09.22.01
.0.

120.4.09.22.01
3.

[MoceB kana Ha MyKpodhnopy ¢ onpegeneHnem
YyBCTBUTENLHOCTY BO3OYAMTENS K aHTUOaKTepuanbHbIM
npenapatam

[MoceB kana Ha MuKpodnopy ¢ onpegeneHnem
YyBCTBMTENLHOCTY BO3OYAMTENS K aHTUOaKTepuanbHbIM
npenapartam u 6akrepuocharam

09.01.01.03.02.MMKPOBNONOIMYECKAA
OVNATHOCTUKA MUKPO®IOPLI MOYEMOJIOBOW
CUCTEMBI

MoceB 13 BNaranuia Ha MMKONNa3my XOMUHUC
(Mycoplasma hominis) ¢ onpegeneHvem
YyBCTBMTENbLHOCTY BO3OYAMTENS K aHTUOaKTepuanbHbIM
[MoceB 13 Bnaranuviia Ha MUKpodniopy ¢ onpegeneHnem
YyBCTBUTENbLHOCTY BO3OYAMTENS K aHTUOaKTepuanbHbIM
npenapatam

MoceB 13 Bnaranuvia Ha MyMkpodpnopy ¢ onpegeneHnem
YyBCTBMTENbLHOCTY BO3OyAMTENS K aHTUbaKTepuanbHbIM
npenapatam n 6akrepunodcaram

MoceB 13 Bnaranuiia Ha ypeannasmy ypeanutukym
(Ureaplasma urealiticum) c onpepeneHvem
YyBCTBMTENbLHOCTY BO3OyAMTENS K aHTUbaKTepuanbHbIM
npenapatam

MoceB 13 ypeTpbl Ha aHa3pobHY0 MUKPOopy C
onpepaeneHnemM YyBCTBUTENbHOCTM BO3OyanTens K
aHTWbaKTepuanbHbIM NpenapaTtam

Moces 13 ypeTpbl Ha Mukonnasmy xomuHuc (Mycoplasma
hominis) c onpegeneHnemM 4yBCTBUTENBHOCTU
BO30yanTEns K aHTubakTepyanbHbIM Npenapatam
[MoceB. 13 ypeTpbl Ha MUKPOIOpY C onpeaeneHem
YyBCTBUTENbLHOCTY BO3OYAMTENS K aHTUOaKTepnanbHbIM
npenapatam

[MoceB. 13 ypeTpbl Ha MUKPOIOpY C onpeaeneHem
YyBCTBUTENLHOCTY BO3OYAMTENS K aHTUOaKTepuanbHbIM
npenapartam n 6akrepuocharam

MoceB 13 ypeTpbl Ha ypeannasmy ypeanuTukym
(Ureaplasma urealiticum) ¢ onpegenexvem
YyBCTBUTENbLHOCTY BO3OYAMTENS K aHTUOaKTepuanbHbIM
npenapatam

MoceB 13 LiepBUKanbHOroO kaHana Ha aHadpobHyo
MUKpOIopy € onpeaeneHnemM YyBCTBUTENbHOCTM
BO30yaMTens K aHTubakTepuanbHbIM NpenapaTtam
MoceB u3 LepBUKanbHOro kaHana Ha Mukonnasmy
xomuHuc (Mycoplasma hominis) c onpegeneHnem
YyBCTBMTENbLHOCTY BO3OyAMTENS K aHTUbaKTepuanbHbIM
MoceB u3 LepBUKanbHOro kaHana Ha MMKpodIiopy ¢
onpepneneHveM YyBCTBUTENbHOCTN BO3OyauTens K
aHTWbaKTepuanbHbIM NpenapaTtam

MoceB 13 LepBUKanbHOro kaHana Ha MMKpodIiopy ¢
onpepneneHveM YyBCTBUTENbHOCTM BO3OyanTens K
aHTWbaKkTepuanbHbIM Npenapatam n bakrepnodaram
MoceB M3 LepBUKanbHOroO kaHana Ha ypeannasmy
ypeanutukym (Ureaplasma urealiticum) c onpegenexHnem
YyBCTBUTENbHOCTY BO3byauTens k ABI

[MoceB Moun Ha MyKpodbriopy € onpegeneHnem
YyBCTBMTENbLHOCTY BO3OYAMTENS K aHTUOaKTepnanbHbIM
npenapatam

MoceB MO4M Ha MUKpodropy € onpeaeneHnem
YyBCTBMTENbLHOCTY BO3OyAMTENS K aHTUbaKTepuanbHbIM
npenapatam n 6akrepunodcharam

[MoceB cekpeTa npocTaTbl Ha MUKPOMIopy C
onpepaeneHnemM YyBCTBUTENbHOCTM BO3OyanTens K
aHTWbaKTepuanbHbIM NpenapaTtam

MoceB cekpeTa npocTaThbl Ha MUKpOodnopy ¢
onpepneneHveM YyBCTBUTENbHOCTM BO3OyanTens K
aHTWbaKkTepuanbHbIM Npenapatam u bakrepunodaram

1650

1,920

1470

1570

1,840

1470

1620

1470

1570

1,840

1470

1620

1470

1570

1,840

1470

1420

1,690

1570

1,840



120.4.08.23.01
.0.

120.4.08.23.01
3.

121.0.01.06.01
.0.

120.6.01.06.01
.0.

120.6.01.06.01
3.

120.6.01.12.01
.0.

120.6.01.12.01
3.

121.0.01.07.01
.0.

120.6.01.07.01
3.

120.6.01.07.01
.0.

120.6.01.13.01
3.

120.6.01.13.01
.0.

141.0.01.10.01
.0.

120.2.01.10.01
.0.

120.2.01.10.01
3.

142.0.01.10.01
.0.
142.0.01.10.01

3.

141.0.01.16.01
.0.

120.2.01.16.01
.0.

120.2.01.16.01
3.

[MoceB cnepmbl Ha MUKpOdIOpy C onpeaeneHem
YyBCTBUTENLHOCTY BO3OYAMTENS K aHTUOaKTepuanbHbIM
npenapatam

MoceB cnepmbl Ha MUKPONOPY € onpeaeneHnem
YyBCTBMTENbLHOCTY BO3OyaMTENS K aHTUbaKTepuanbHbIM
npenapatam n 6akrepunodcharam
09.01.01.03.03.MMKPOBNONOIMYECKAA
ONATHOCTUKA MUKPO®NIOPbLI OTAENMAEMOIO YXA
N TTIA3A

Moces 13 nesoro rnasa Ha aHaspobHyo MUKpodnopy ¢
onpepneneHvemM YyBCTBUTENbHOCTM BO3OyanTens K
aHTWbaKkTepuanbHbIM NpenapaTtam

[MoceB 13 neBoro rnasa Ha MUKpodpropy ¢ onpeaeneHvem
YyBCTBUTENbLHOCTY BO3OYAMTENS K aHTUOaKTepnanbHbIM
npenapatam

MoceB 13 nesoro rnasa Ha MUKPodropy € onpeaeneHnem
YyBCTBMTENbLHOCTH BO3OyAMTENS K aHTUbaKTepuanbHbIM
npenapatam u 6akrepunodcaram

[Moces 13 neBoro yxa Ha MuUKpodriopy ¢ onpeaeneHmem
YyBCTBUTENbLHOCTY BO3OYAMTENS K aHTUOaKTepuanbHbIM
npenapatam

MoceB 13 nesoro yxa Ha MUKPOIOpY C onpeaeneHnem
YyBCTBMTENbLHOCTY BO3OyAMTENS K aHTUbaKTepuanbHbIM
npenapatam n 6akrepunodcharam

MoceB 13 npaBoro rnasa Ha aHa3pobHY MUKpogIiopy C
onpepaeneHnemM YyBCTBUTENbHOCTM BO3OyanTens K
aHTWbaKTepranbHbIM NpenapaTtam

Moces 13 npasoro rnasa Ha Mykpodnopy ¢
onpepneneHveM YyBCTBUTENbHOCTM BO3OyauTens K
aHTWbaKTepuanbHbIM Npenapatam u bakrepuodaram
[Moces 13 npaBoro rnasa Ha Mukpodnopy ¢
onpepaeneHnemM YyBCTBUTENbHOCTM BO3OyanTens K
aHTWbaKTepuanbHbIM NpenapaTam.

MoceB 13 npasoro yxa Ha MUKPOdIopy C onpeaeneHnem
YyBCTBMTENbLHOCTY BO3OyaMTENS K aHTUbaKTepuanbHbIM
npenapatam n 6akrepunodcaram

[MoceB 13 NpaBoro yxa Ha MMKpodnopy ¢ onpeaeneHvem
YyBCTBUTENbLHOCTY BO3OYAMTENS K aHTUOaKTepuanbHbIM
npenapartam.
09.01.01.03.04.MMKPOBNONOIrMYECKAA

ONATHOCTUKA MUKPO®JIOPbLI BEPXHNX N HXXHNX

ObIXATENBHBLIX NYTEN

[MoceB 13 3eBa Ha 30MOTUCTbIN CTaUITOKOKK
(Staphylococcus aureus) ¢ onpegeneHnem
YyBCTBMTENbLHOCTY BO3OyaMTENS K aHTUbaKTepuanbHbIM
MoceB 13 3eBa Ha MMKPOIOPY C ONpeaeneHem
YyBCTBMTENbLHOCTY BO3OyAMTENS K aHTUbaKTepuanbHbIM
npenapatam

[MoceB 13 3eBa Ha MUKPOGNOPY C onpedeneHnem
YyBCTBUTENbLHOCTY BO3OYAMTENS K aHTUOaKTepuanbHbIM
npenapartam n 6akrepuocharam

MoceBs 13 3eBa Ha NNOrEeHHbIN CTPENTOKOKK
(Streptococcus pyogenes) c onpeaeneHvem
YyBCTBUTENbLHOCTY BO3OYAMTENS K aHTUOaKTepnanbHbIM
npenapatam

Moces 13 3eBa Ha NMOrEeHHbIN CTPENTOKOKK
(Streptococcus pyogenes) c onpeaeneHvem
YyBCTBMTENbLHOCTY BO3OYAMTENS K aHTUOaKTepuanbHbIM
[MoceB 13 HOCa Ha 30M0TUCTbLIN CTadUITOKOKK
(Staphylococcus aureus) ¢ onpegeneHnem
YyBCTBMTENbLHOCTY BO3OyAMTENS K aHTUbaKTepuanbHbIM
MoceB 13 Hoca Ha MUKPOIopy € onpeaeneHnem
YyBCTBMTENbLHOCTY BO3OYAMTENS K aHTUbaKTepuanbHbIM
npenapartam

MoceB 13 Hoca Ha MUKPOChIOpY C onpeaeneHnemM
YYBCTBMTENLHOCTY BO30YAMTENS K aHTUGaKTepuarnbHbIM
npenapatam n 6akrepunodcaram
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154.0.

170.0.

124.0.

134.0.
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[MoceB MOKpPOTHI Ha MUKPOGIOpY C onpeaeneHnem
YyBCTBUTENLHOCTY BO3OYAMTENS K aHTUOaKTepuanbHbIM
npenapatam

Moces Ha Bo3GyauTens audTtepum (Corynebacterium
diphtheriae) c onpegeneHne 4yBCTBUTENBHOCTY
B03byauTens k aHTubakTepuanbHbIM NpenapaTamM

Moces oTAensemMoro BepxHuX AplxaTenbHbIX MyTen (HOC n
3eB) Ha Bo3byauTens audptepum (Corynebacterium
diphtheriae)

09.01.01.03.05.MMKPOBNONOIrMYECKAA
ONATHOCTUKA MUKPO®NIOPLI TPYAHOIO MOJTOKA

MoceB rpyaHoOro monoka neson rpyay Ha Mykpodnopy ¢
onpepneneHveM YyBCTBUTENbHOCTN BO3OyauTens K
aHTWbaKkTepranbHbIM NpenapaTtam

[MoceB rpygHoOro Momnoka neBson rpyan Ha Mukpodnopy ¢
onpepeneHnemM YyBCTBUTENbHOCTM BO3OyanTens K
aHTUbakTepuanbHblM npenapatam u 6aktepuodaram
MoceB rpyaHoOro monoka npason rPyau Ha MyUKpodnopy ¢
onpepeneHMeM YyBCTBUTENbHOCTM BO3OyanTens K
MoceB rpyaHoOro monoka npason rPyaun Ha MyUKpodnopy ¢
onpepneneHveM YyBCTBUTENbHOCTM BO3OyauTens K
aHTnbakTepranbHbIM Npenapatam u bakrepuodaram.
09.01.01.03.06.MMKPOBNONOIMYECKAA
ONATHOCTUKA MUKPO®IOPbI PAHEBOIO
OTAENAEMOIo

Moces oTAenseMoro paHbl Ha aHaspobHyto MUKpodnopy
C onpeferneHnem YyBCTBUTENbHOCTU BO3OyaMTENs K
aHTWbaKkTepranbHbIM NpenapaTtam

[MoceB oTgensieMoro paHbl Ha MUKpoOdopy ¢
onpepaeneHnemM YyBCTBUTENbHOCTM BO3OyanTens K
aHTWbaKkTepuanbHbIM NpenapaTtam

Moces oTAenseMoro paHbl Ha MyKpodnopy ¢
onpepneneHveM YyBCTBUTENbHOCTM BO3OyauTens K
aHTWbaKkTepuanbHbIM Npenapatam n bakrepnodaram
09.01.02.0CHOBHbIE UCCIEAOBAHUA

09.01.02.01.MUKPOCKOTIMYECKME UCCITEAOBAHUA

Mukpockonuyeckoe nccnegoBaHue Maska ¢ OKpackon no
'pamy (c oueHkow no wkane HelogxkeHTa)

MMKpOCKOI’IMHeCKOG nccnegoBaHue Ha I'pVIGbI
MI/IKpOCKOI'II/IHeCKOB nccnegoBsaHne HATUBHOIO Maska C
MMKpOCKOI’IMHeCKOG nccnegoBaHne HaTUMBHOIO Matepuana

MwuKpockonus yporeHuTansHoro Tpakta
09.01.02.02.MNKONOI'MYECKME NCCIIEOOBAHUA

KomnnekcHoe Mukonornyeckoe nccnegoBaHue Ha rpubbl
Mwukonornyeckoe nccnegoBaHue Ha acneprunnb
Mwukonoruyeckoe nccnegoBaHve Ha AepmaToMULEThI
Mwukonoruyeckoe nccnegoBaHne Ha KPUMTOKOKK
(Cryptococcus neoformans)
09.01.02.03.MNKPOBUOJTOT’MYECKUE
NCCNEOOBAHUA

KomnnekcHoe nccnegosaHne MMkpodnopsl
ypOreHuTanbHoro Tpakta

Mwukpobuonoruyeckas amarHoctuka gucbakrepuosa
KMLLEeYHMKa

MwukpoGuonormyeckas AMarHoCTUKa KULLIEYHbIX MHADEKLMIA
Mukpobuonornyeckas guarHocTvka xonepbi

MukpobuoLeHo3 Bnaranumia
[Mocer Bronornyeckoro matepuana npu UMNIaHTosorMM

[MoceB rpygHoOro momnoka Ha Mukpodnopy
Moces kana Ha mukpodnopy
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120.1.
121.0.
173.0.
123.0.
144.0.
137.0.

143.0.

136.0.

135.0.
141.0.

132.0.
129.0.
126.0.

130.0.
145.0.
147.0.
131.0.
140.0.

142.0.
127.0.
139.0.
172.0.

128.0.
125.0.

120.2.
120.6.
120.3.
120.7.

120.4.
120.8.

01.
03.
13.
02.
05.

06.

09.

07.

04.

157.0.
163.0.
158.0.
159.0.

175.0.
156.0.

162.0.

[MoceB Moun Ha Mukpodriopy

[MoceB Ha aHaapobHyo Mukpodropy

MoceB Ha 6eTa-reMonNUTUYECKNIA CTPENTOKOKK rpynibl B
MoceB Ha Bo3GyauTenew kuweyHon rpynnbl (Shigella
Moces Ha Bo3GyauTens audTtepum (Corynebacterium
Moces Ha rapaHepennés (Gardnerella vaginalis)

MoceB Ha remodunbHyto nHpekumto (Haemophilus
influenzae)
Moces Ha roHopeto (Neisseria gonorrhoeae)

MoceB Ha rpubbl p.Candida

[MoceB Ha 30M0TUCTLIN cTadmoKokk (Staphylococcus
aureus)

[Moces Ha nepcunnos (Yersinia spp.)

Moces Ha kamnunobakTepuno3 (Campylobacter spp.)

[MoceB Ha kuwe4Hyto nanoyky (Escherichia coli O157:H7)

[Moces Ha knoctpuamun (Clostridium difficile)

Moces Ha kokntoww u napakokntow (Bordetella pertussis,
[Moces Ha nernoHennés (Legionella)

MoceB Ha nucTepnos (L.monocytogenes)

[MoceB Ha mukonnasmy xomuHuc (Mycoplasma hominis)

[MoceB Ha NMOreHHbIN CTPENTOKOKK (Streptococcus
MoceB Ha canbMoHenne3s (Salmonella spp.)

[MoceB Ha ypeanna3smy ypeanutukym (Ureaplasma
MoceB Ha ypeannasmy ypeanuTukym 1 MUKonnasmy
XOMUWHUC

Moces Ha wurennes (Shigella spp.)

Mocee Ha awepwuxumos (Escherichia spp.)

MoceB oTAensieMoro BepxHux AplxaTenbHbIX NyTen Ha
Mukpodpriopy (Hoc, 3eB)

[MoceB oTgensiemoro rnas, ywen Ha Mukpodriopy
MoceB 0TAENSEMOro HWKHUX AblXaTeNbHbIX NyTeln Ha
[MoceB oTgensieMoro paHbl Ha MUKpodnopy

MoceB OTAENSEMOro YpOreHUTanbHoro Tpakta Ha
[MoceB nyHKTaTOB Ha MUKpOdIopy

09.01.02.04. JONONHUTENbHLIE NCCNEOOBAHUA
OnpepeneHve 4yBCTBMTENBLHOCTY BO30YAMTENS K
aHTubaKkTepuanbHbIM NpenapaTtam (aam)
OnpepeneHve 4yBCTBMTENBLHOCTY BO30YaMTENS K
OnpepeneHve 4yBCTBMTENBLHOCTY BO3OYAMTENS K
OnpepeneHve 4yBCTBMTENBLHOCTY BO30YAMTENS K

pacLUMpeHHOMY CrekTpy aHTMbakTepuanbHbIX NpenapaTos
OnpeaeneHne YyBCTBUTENBHOCTM K aHTUGaKTepuarbHbIM

npenapatam ESBL-wTammos

OnpeaeneHve YyBCTBUTENBHOCTM K aHTUGaKTepuarbHbIM

npenapatam MRSA-wTammoB

OnpeneneHme HYYBCTBUTEJIbHOCTU K aHTVIGaKTepVIaJ'IbeIM

npenapatam BCEro crekrpa BblAeneHHON MUKPOdIopbI
OnpepgeneHne YyBCTBUTENMBHOCTU K @HTUMUKOTUYECKUM
npenaparam

darotTunmaaums ctadmnoKkokka

09.01.02.05.AHTUI'EHHBIE TECTbI, 3KCMNPECC-
AHAIN3bI

Apexosupyc (Adenovirus, AnapenHbli CUHAPOM),
AHTUreHHbIN TecT

Bupyc rpunna A n B, aHTUreHHbI TecT (Kau.)
Kpuntocnopuaun napsym (Cryptosporidium parvum,
Jlambnun (Giardia liamblia, gnapenHbii cuHapom),
AHTUreHHbIN TecT

OB6HapyxeHne poTaBmMpycoB 1 afeHOBNPYCOB,
Potasupyc (Rotavirus, gnapeiHbii cuHapom),
AHTWUIEeHHBbIR TecT

Crtpentokokka rp.A (Streptococcus pyogenes),
AHTWUIEeHHBbIR TecT
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161.0.
160.0.

186.0.

170.0.01.39.01
3.

170.0.01.39.02
3.

171.0.01.05.01

199.7.

199.16.

199.6.
199.15.

199.13.
199.8.

199.11.

199.12.

199.10.
199.3.
199.9.

199.0.
199.14.

199.1.

199.2.

199.5.
199.4.

19.127.
19.1.
19.44.
19.129.
19.97.
19.128.
19.8.
19.95.
19.10.
19.6.
19.3.
19.45.

19.49.
50.1.2002.

19.96.

19.116.

CrtpenTokokka rp.B (Streptococcus agalactiae),
aHTUreHHbIN TEeCT

TokeuH A (Clostridium difficile, nceBaomembpaHHbIii
KONWT), aHTUrEHHbIA TecT

TokeuH A u B (Clostridium difficile, nceBaomembpaHHbIii
KONWT), aHTUIrEHHbIA TecT
09.01.02.06.KOMMJIEKCHbIE NCCINEOOBAHNA

KomnnekcHoe nccnegosaHne MMKpognopsbl
YpOreHuUTanbHoro TpakTa ¢ onpeaeneHmem
KomnnekcHoe nccnegosaHne MMKpognopsbl
ypOreHuUTanbHoro Tpakta ¢ onpegeneHmem
MwukpobuoLieHo3 Braranviia ¢ onpegeneHnem
09.01.03.0MNPEAENEHUE MNKPOBUNOTbI

AHanu3 mukpobuoTel no Ocunosy (6uoTton
"BpoHxunanbHoe otaensemoe")

AHanu3 mukpobuoTel no Ocunosy (6uoTton "Bnaranuvie”)

AHanu3 MukpobuoTel no Ocunosy (6uoTon "Koxa")
AHanun3 mukpobuoTel no Ocunosy (6uoTton "Moua")

AHanu3 MnkpobunoTel no Ocunosy
AHanu3 MukpobuoTsl no Ocunosy
AHanu3 MnkpobunoTel no Ocunosy
AHanu3 MukpobuoTsl no Ocunosy
nonocTb, HocornoTka"
AHanua mukpobuoTel no Ocunosy (6uoTton "CekpeT
AHanu3 mukpobuoTel no Ocunosy (6uoTon "CnmsucTas
AHanu3 mukpobuoTel no Ocunosy (6uoTton "CnusucTas
Hoca"
AHanua mukpobuoTel no Ocunosy (6uoTton "ToHkas
KuLika")
AHanu3 mukpobuoTel no Ocunosy (6uoTton "Ypetpa")
AHanu3 mukpobuoTel no Ocunosy (6uoTton
AHanu3 MukpobuoTel no Ocunosy (6uoTton "OHaomeTpuin")
(
(

6uoTon "Myxckas
6uoTon "Hortu")
6uoTon "PaHa")
6uoton "PoToBast

~l=~l~l~

AHanu3 MukpobunoTel no OcunoBy (6uoTon NpUCTEHOYHAS
AHanu3 MukpobuoTel no Ocunosy (6uoTon NpocBeTHas
MukpobuoTa "ToncTas kuwka")
09.02.MNUP-ONATHOCTUKA

09.02.01.BupycHble renatutbl

Bupyc renatuta B, JHK (HBV, MNLP yneTpavyBcTBuUT.)
nnasma, Kor.

Bupyc renatuta B, HK (HBV, MNLP) nna3wma, kay.
Bupyc renatuta B, AHK (HBV, MNUP) nna3ma, kon.
Bupyc renatuta C, reHotun 1, 1a, 1b, 2, 3, 4, 5, 6, PHK
(HCV, MNUP ynbtpayysCcTBUT.) Nnia3ma, Kau.

Bupyc renatuta C, reHoTtun 1a, 1b, 2, 3a, 4, 5a, 6, PHK
Bupyc renatuta C, PHK (HCV, MNMUP ynbTpauyBCcTBUT.)
Bupyc renatuta D, PHK (HDV, MNLUP) nna3wma, kau.

Bupyc renatuta D, PHK (HDV, MNLUP) nna3sma, kon.
Bupyc renatuta G, PHK (HGV, MNLP) nna3wma, kay.

Bupyc renatuta A, PHK (HAV, MNLP) nna3wma, kay.
Bupyc renatuta C, PHK (HCV, MNUP) nna3ma, kau.
Bupyc renatuta C, PHK (HCV, NLUP) nna3swma, kon.
09.02.02.BUNY-nHdbekunm

BWY-1, PHK (HIV-1, NLUP) nna3wma, kau.

BWY-1, PHK (HIV-1, MUP) nnasma, kon.
09.02.03.PaHHsia anarHocTuka renatuta B, C, BUY-1,
PaHHss guarHoctuka uHdekuuin: PHK HCV, OHK HBV,
09.02.04.KnewieBble NHGEKLUM

Boppenuu, OHK (Borrelia burgdorferi s.1., MLP) nuksop,
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19.56.2.

19.91.2.
19.56.1.
19.91.1.
19.55.
19.107.
19.106.

50.8.2090.

19.35.4.

19.71.4
19.35.3.
19.71.3.
19.35.1.
19.71.1.
19.35.2.
19.71.2.
19.38.
19.151.
19.154.
19.52.1.

19.52.2.
19.51.1.
19.51.2.

19.54.

19.53.

19.54.2.

19.34.3.

19.34.1.
19.34.2.
19.85.
19.86.
19.43.
50.1.1343.
19.39.3.
19.74.3.
19.39.1.
19.74.1.
19.39.2.
19.74.2.
19.37.1.
19.72.2.
19.37.2.
19.72.1.
19.31.3.
19.69.3.
19.31.1.
19.69.1.
19.31.5.
19.69.5.
19.31.2.
19.69.2.

Boppenuu, OHK (Borrelia burgdorferi s.1., MLP) moua, kau.

Boppenwuu, AHK (Borrelia burgdorferi s.I., MLP) moya, kon.
Boppenuu, OHK (Borrelia burgdorferi s.1., NLP) nnasma,
Boppenuu, AHK (Borrelia burgdorferi s.I., NLP) nna3wma,
Bupyc knewesoro aHuedanuta, PHK (TBE Virus, MNMUP)
KomnnekcHoe nccnegosaHne Ha MHgeKLmu,
KomnnekcHoe nccnegoBaHne Ha KrewleBble MHAEKUMK:
09.02.05.PecnupaTopHble MHeKLMmn

Bupyc rpunna A H1N1, PHK (HPAI Virus A, IMNLIP) cockob,
Kau.

Bupyc SnwrtennHa-bapp, AHK (EBV, MNUP) nuksop, kay.

Bupyc SnwrewHa-bapp, AHK (EBV, MNUP) nuksop, kon.
Bupyc Snwrtenna-bapp, AHK (EBV, MNLP) moua, kau.
Bupyc SnwrewHa-bapp, AHK (EBV, MNLUP) moua, kon.
Bupyc Snwrtenna-bapp, AHK (EBV, MNUP) nna3wma, kau.
Bupyc SnwreriHa-bapp, AHK (EBV, MNLP) nnasma, kon.
Bupyc 3nwreiiHa-bapp, AHK (EBV, MLP) cockob, kau.
Bupyc SnwreiiHa-bapp, AHK (EBV, MNLUP) cockob, kon.
Kokntow, AHK Bo36yanTtenei (Bordetella spp., Bordetella
Koponasupyc, PHK (SARS-CoV-2, MNL|P) ma3ok, kay.
KopoHasupyc, PHK (SARS-CoV-2, MNLP) ma3ok, kau.,
MeHWHroKkoKk, reModunbHas nanoyka, CTPEnTOKOKK
(Neisseria meningitidis, haemophilus influenzae,
MeHWHroKoKK, reModunnbHas nanoyka, CTPEnTOKOKK
Mukonnasma nHeemoHun (M. pneumoniae), xnammauns
Mwukonnasma nHeBMmoHun (M. pneumoniae), xnamuausi
nHeBMoHum (C. pneumoniae), MUP OHK (cockob, kay.)

09.02.06.0cTpble K1LEYHble UHGEKUNM

PoTaBupyc rp. A, HOpOBUPYC 2 reHorpynnbl, acTPOBUPYC,
PHK (Rotavirus A, Norovirus 2, Astrovirus, NLP) kan, kau.
Lurennbl, awepuxumn, canbMoHennbl, kamnunobakrepuu,
OHK (Shigella spp., E. coli (EIEC), Salmonella spp.,
OHTeposupyc, PHK (Enterovirus, MNMLP) kan, kay.
09.02.07.Opyrue 6aktepuanbHbie U BUPYCHbIE MHADEKLIM

Bupyc Bapuuenna-zoctep, AHK (VZV, MNMUP) moua, kau.

Bupyc Bapuuenna-soctep, AHK (VZV, NUP) nna3wma, kau.
Bupyc Bapuuenna-zoctep, AHK (VZV, MNLP) cockob, kay.
Bupyc kpacHyxu, PHK (Rubella Virus, MLIP) nnasma, kau.
Bupyc kpacHyxu, PHK (Rubella Virus, MNUP) nna3ma, kon.
Jlnctepusa, AHK (Listeria monocytogenes, INMLIP) cocko®,
Tokconnasma, AHK (Toxoplasma gondii, NLP) nuksop,
Tokconnaawma, AHK (Toxoplasma gondii, MNL|P) moya, kau.
Tokconnasma, AHK (Toxoplasma gondii, NLP) moya, kon.
Tokconna3wma, AHK (Toxoplasma gondii, MNLIP) nna3wma,
Tokconnasma, AHK (Toxoplasma gondii, NLP) nna3ma,
Tokconnaawma, AHK (Toxoplasma gondii, MNLP) cockob,
Tokconnaawma, OHK (Toxoplasma gondii, MNLP) cockob,
Xenvkobaktep, AHK (Helicobacter pylori, MLIP) kan, kau.
Xenukobaktep, OHK (Helicobacter pylori, MLP) kan, kon.
Xenvkobaktep, AHK (Helicobacter pylori, MLIP) cocko®,
Xenvukobaktep, OHK (Helicobacter pylori, MLIP) cocko®,
LinTomeranosupyc, AHK (Cytomegalovirus, MNLIP) moua,
Lintomeranosupyc, OHK (Cytomegalovirus, MNMLP) moua,
Lintomeranosupyc, AHK (Cytomegalovirus, MNLP) nna3wma,
Lintomeranosupyc, OHK (Cytomegalovirus, NLUP) nna3ma,
Lintomeranosupyc, HK (Cytomegalovirus, MNLIP) crtoxa,
Lintomeranosupyc, OHK (Cytomegalovirus, MNMUP) cntoHa,
Lintomeranosupyc, AHK (Cytomegalovirus, MNL|P) cockob,
Lintomeranosupyc, AHK (Cytomegalovirus, MNLP) cockob,
09.02.08.Bupyc npoctoro repneca
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560

580
560
580
810
3000
3,520

3,260

490

590
490
590
490
590
490
590
790
1890
1990
1040

1040
920
920

1350
1250

770

480

480
480
950
970
560
540
540
550
540
550
540
550
730
780
730
780
480
540
480
540
480
540
480
540



19.108.4
19.109.4
19.108.3
19.109.3
19.108.1
19.108.5
19.109.5
19.108.2
19.109.2
19.23.4.
19.67.4.
19.23.3.
19.67.3.
19.23.1.
19.23.5.
19.67.5.
19.23.2.
19.67.2.
19.110.4
19.111.4
19.110.3
19.111.3
19.110.1
19.110.5
19.111.5
19.110.2
19.111.2
19.24.3.
19.68.3.
19.24.1.
19.68.1.
19.24.5.
19.68.5.
19.24.2.
19.68.2.

19.77.
19.777.

19.19.2.

19.63.2.
19.19.1.
19.63.1.

19.22.2.

19.66.2.

19.22.1.
19.66.1.

19.17.2.
19.61.2.
19.17.1.
19.61.1.

19.18.2.

19.62.2.

19.18.1.
19.62.1.

19.21.2.
19.65.2.
19.21.1.
19.65.1.

Bupyc repneca 1 tuna, OHK (HHV-1, MNMUP
Bupyc repneca 1 tuna, AHK (HHV-1, NLUP
Bupyc repneca 1 tuna, OHK (HHV-1, MNMUP
Bupyc repneca 1 tuna, AHK (HHV-1, NUP
Bupyc repneca 1 tuna, OHK (HHV-1, MNMUP
Bupyc repneca 1 tuna, AHK (HHV-1, NUP
Bupyc repneca 1 tuna, OHK (HHV-1, MUP) cntoHa, kon.
Bupyc repneca 1 tuna, AHK (HHV-1, MNLIP) cockob, kau.
Bupyc repneca 1 tuna, AHK (HHV-1, MNMLP) cockob, kon.
Bupyc repneca 1,2 tunos, AHK (HHV-1,2, MNMLIP) nuksop,
Bupyc repneca 1,2 tunos, OHK (HHV-1,2, NLP) nukeop,
Bupyc repneca 1,2 tunos, AHK (HHV-1,2, MNMLIP) mouya,
Bupyc repneca 1,2 tunos, AHK (HHV-1,2, MNMLP) moua,
Bupyc repneca 1,2 tunos, AHK (HHV-1,2, NLP) nna3wma,

)

)

)

JIMKBOP, Kau.
TIMKBOP, KOJ1.
Moua, Kau.
Moua, Kor.
nnasma, kau.
CroHa, Kau.
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Bupyc repneca 1,2 tunos, OHK (HHV-1,2, MNLP) cntoHa,
Bupyc repneca 1,2 tunos, AHK (HHV-1,2, MNLIP) cnioHa,
Bupyc repneca 1,2 tunos, AHK (HHV-1,2, MNMLP) cockob,
Bupyc repneca 1,2 tunos, AHK (HHV-1,2, MNLIP) cockob,
Bupyc repneca 2 tuna, OHK (HHV-2, MNMUP) nukeop, kau.
Bupyc repneca 2 tuna, AHK (HHV-2, MNLP) nuksop, kon.
Bupyc repneca 2 tuna, OHK (HHV-2, MNMUP) moya, kau.
Bupyc repneca 2 tuna, AHK (HHV-2, MNLP) mouya, kon.
Bupyc repneca 2 tuna, OHK (HHV-2, MNMUP) nnasma, kay.
Bupyc repneca 2 tuna, AHK (HHV-2, MNLP) critoHa, kau.
Bupyc repneca 2 tuna, OHK (HHV-2, MNMUP) cntoHa, kon.
Bupyc repneca 2 tuna, AHK (HHV-2, MNLIP) cockob, kau.
Bupyc repneca 2 tuna, AHK (HHV-2, MNMLIP) cockob, kon.
Bupyc repneca 6 tuna, AHK (HHV-6, MNL|P) mouya, kau.
Bupyc repneca 6 tuna, OHK (HHV-6, MNMLUP) mo4a, kon.
Bupyc repneca 6 tuna, AHK (HHV-6, MNLIP) nna3wma, kau.
Bupyc repneca 6 tuna, OHK (HHV-6, MNMUP) nnasma, kon.
Bupyc repneca 6 tuna, AHK (HHV-6, MNLP) critoHa, kau.
Bupyc repneca 6 tuna, OHK (HHV-6, NMUP) cntoHa, kon.
Bupyc repneca 6 tuna, AHK (HHV-6, MNLIP) cockob, kau.
Bupyc repneca 6 tuna, AHK (HHV-6, MNLIP) cockob, kon.
09.02.09.KomnnekcHoe nccnegoBaHmeHa rpubsl poaa
Kangmpa, OHK (Candida albicans, C. glabrata, C. krusei,
Kangunpa, AHK (Candida albicans, C. glabrata, C. krusei,
09.02.10.YporeHuTanbHble NHdeKLUmn
09.02.10.01.MapaHepenna BarnHanuc

apaHepenna, AHK (Gardnerella vaginalis, MLP) moua,
Kau.

apaHepenna, AHK (Gardnerella vaginalis, MLP) moua,
apaHepenna, AHK (Gardnerella vaginalis, MLIP) cocko®,
"apaHepenna, IHK (Gardnerella vaginalis, INMLIP) cocko®,
09.02.10.02.Kananaa ansbukaHc

Kangnpa, AHK (Candida albicans, MLIP) moua, kau.

Kananpa, AHK (Candida albicans, MLIP) mouya, kon.

Kananpa, AHK (Candida albicans, INMLIP) cocko6, kau.
Kanaunpa, AHK (Candida albicans, MLP) cocko®, kon.
09.02.10.03.Mukonnasma reHmtannym

Mukonnasma, OHK (Mycoplasma genitalium, MLP) moua,
Mwukonnasma, AHK (Mycoplasma genitalium, MLIP) mouya,
Mukonnasma, OHK (Mycoplasma genitalium, MLP)
Mwukonnasma, AHK (Mycoplasma genitalium, IMLIP)
09.02.10.04.Mukonnasma XoMUHUC

Mwukonnasma, AHK (Mycoplasma hominis, MNMLIP) moua,
Kau.

Mwukonnasma, AHK (Mycoplasma hominis, MNMLIP) moua,
Kor.

Mwukonnasma, AHK (Mycoplasma hominis, MNLIP) cocko6,
Mukonnasma, AHK (Mycoplasma hominis, MNLIP) cocko6,
09.02.10.05.Heviccepusi roHopeun

oHopes, AHK Bo36yautens (Neisseria gonorrhoeae,
"oHopes, AHK Bo3byautens (Neisseria gonorrhoeae,
oHopes, AHK Bo36yautens (Neisseria gonorrhoeae,
oHopes, AHK Bo3byautens (Neisseria gonorrhoeae,
MLP) cockob, kon.
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500
510
470
490
470
470
490
470
490
540
570
540
570
540
540
570
540
570
500
540
460
540
460
500
540
460
540
540
580
540
580
540
580
540
580

780
910

460

500
460
500

460

500

460
500

460
500
460
500

470

500

470
500

460
500
460
500



19.20.2.

19.64.2.

19.20.1.
19.64.1.

19.15.2.

19.59.2.

19.15.1.
19.59.1.

19.79.
19.80.

19.81.
19.82.

19.14.2.
19.58.2.
19.14.1.
19.58.1.

19.83.
19.84.

19.16.2.
19.60.2.

19.16.1.
19.60.1.

19.50.2.
19.50.1.
19.92.1.
19.93.1.
19.25.
19.78.
19.26.
19.88.
19.30.1.
19.90.1.
19.29.1.
19.89.1.
19.57.
19.46.
19.161.
19.27.

19.28.

28.118.1.

28.118.

09.02.10.06.TprxomoHac BarmHanuc

TpuxomoHaga, OHK (Trichomonas vaginalis, MNLP) moua,
Kay.

TpuxomoHaga, OHK (Trichomonas vaginalis, MNLP) moua,
Kon.

TpuxomoHaga, OHK (Trichomonas vaginalis, MNLP)
Tpuxomoraaa, AHK (Trichomonas vaginalis, MNLP)
09.02.10.07.Ypeannasmbl

Ypeannasmbl, IHK (Ureaplasma species, MNLP) moua, kau.

Ypeannasmbl, IHK (Ureaplasma species, MNLP) moya, kon.

Ypeannasmbl, [HK (Ureaplasma species, INLIP) cocko6,
Ypeanna3smbl, OHK (Ureaplasma species, INLIP) cocko6,
09.02.10.08.J1akTobakTepun

Jlakto6aktepum, AHK (Lactobacillus spp., MLP) cocko®,
Jlaktobaktepum, 1HK (Lactobacillus spp., MLIP) cockob,
09.02.10.09.Mo6unyHkyc

Mo6unyHkyc, HK (Mobiluncus curtissi, MLIP) cockob, kau.
Mo6unyHkyc, AHK (Mobiluncus curtissi, MLP) cockoB, kon.

09.02.10.10.Xnamugmsa TpaxomaTtuc
Xnamugums, OHK (Chlamydia trachomatis, MUP
Xnamugmsa, AHK (Chlamydia trachomatis, MLUP
Xnamugwms, OHK (Chlamydia trachomatis, MUP
Xnamugmsa, AHK (Chlamydia trachomatis, MUP
09.02.10.11.BbakTepounapl

Bakrepongbl, AHK (Bacteroides spp., NLP) cockob, kay.
Bakreponabl, AHK (Bacteroides spp., MNLP) cockob, kor.
09.02.10.12.Brosapbl U.Urealyticum

Ypeanna3awmbl, AHK (Ureaplasma urealyticum, U. parvum,
Ypeannasmbl, AHK (Ureaplasma urealyticum, U. parvum,
Ypeanna3ambl, AHK (Ureaplasma urealyticum, U. parvum,
Ypeannasmbl, HK (Ureaplasma urealyticum, U. parvum,
MUP ¢ onpepenenvnem Buaa Bo3dyautens) cockob, kon.
09.02.10.13.TpenoHema nannuaym

COCKOD,
COCKOD,

—_— — —

TpenoHema, AHK (Treponema pallidum, MNLP) moya, kay.

TpenoHema, AHK (Treponema pallidum, MLP) cocko®,
Kau.

09.02.10.15.BMN4Y (BMpyC nanumnnomMbl YeroBeka)

BINY 16 1 18 Tuna c onpegenennem reHotuna, NUP OHK
BINMY 16 1 18 Tuna c onpegenennem reHotuna, MUP OHK
BMNY 16 tuna, MUP OHK (cockob, kay.)

BMY 16 tuna, NUP OHK (cockob, kon.)

BMY 18 tuna, NMUP OHK (cockob, kay.)

BMY 18 tuna, NUP OHK (cockob, korn.)

BINY 26 1 51 Tuna c onpegenennem reHotuna, NUP OHK
BINMY 26 1 51 Tuna c onpeaenennem reHotuna, MUP OHK
BIMY 6 n 11 Tvna ¢ onpegenexHuem reHotuna, NMUP OHK
BIMY 6 n 11 Tvna c onpegenexHuem reHotuna, MUP OHK
(cockob, kor.)

B4, 12 Tunos (16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58,
59 ¢ onpepenerHvem reHotuna), MNLP OHK (cockob, kon.)
B4, 12 tunos (16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58,
59 ¢ onpepenenvem reHotuna), MUP OHK (cockob, kau.)
BM4, 14 Tunos (16 n 18 c onpepeneHnem reHotuna; 31,
33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 6e3

BMY, 5 Tunos (16, 31, 35, 39, 59 6e3 onpeaeneHus
reHotuna), MUP OHK (cockob, kau.)

BM4, 6 Tvnos (18, 33, 45, 52, 58, 67 6e3 onpeaeneHus
reHotuna), MUP OHK (cockob, kau.)
09.02.11.MccnepoBaHne MUKPodopbl YpOreHUTansHoro
TpakTa

AHgpodrnop (MccneposaHue myukpodnopsl
YPOreHUTanbHOro TpakTa y MyX4umH), CeKpeT npocTaThbl
AHgpodrnop (MccneposaHue myukpodnopsl
YPOreHUTanbHOro TpakTa y MyX4mH), COCKOb

Moua, Kau.
Moua, Korn.
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460
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720
770

490
520

460
540
460
540

510
500

590
630

590
630

480
480
690
740
450
480
450
480
450
480
540
600
1,880
1220
3,090
580

670

3,340

3,340



28.118.2.
28.210.1.

28.210.

28.210.2.

50.2.2087.

27.39.

27.38.

28.92.

20.79.

20.22.
20.21.
20.80.

20.39.
20.118.

20.32.
20.33.
20.31.
20.29.
20.30.

20.35.
20.34.

20.37.
20.38.

20.82.
20.81.

20.26.
20.25.
20.24.
20.23.
20.28.
20.27.

20.63.
20.61.
20.62.
20.41.
20.42.
20.43.

20.126.
20.65.
20.66.
20.47.

20.46.

20.45.
20.44.

20.76.

AHgpodrnop (MccneposaHue Myukpodnopsl
Angpodrnop CkpuH (MccnegoBaHune Mukpodnopsbl
YPOreHUTanbHOro TpakTa My>4uH), CEKPET nNpocTaThbl
Angpodrnop CkpuH (MccnegoBaHne Mukpodnopsbl
YPOreHUTanbHOro TpakTa My>4uH), COckob
Angpodrnop CkpuH (MccnepgoBaHne Mukpodnopsbl
YPOreHUTarnbHOro TpakTa MyX4uH), 3sKynsAT
®Pemodpriop CkpuH (MiccnepoBaHne MUKpOriops!
YPOreHMTanbHOro TpakTa Yy XeHLWuH, 12 nokasatenen),
Pemodpriop-16 (MccnepoBaHne MUKPOIOpbI
YPOreHMTanbHOro TpakTa Yy XeHLuH, 16 nokasatenen),
Pemodpriop-8 (MccnegoBaHune mukpodnopsbl
YPOreHMTanbHOro TpakTa y XeHLunH, 8 nokasatenen),
09.02.12.MccnepoBaHmne MUKpodopbl YpOreHUTansHoro
TpakTa n guarHoctuka UMM

®nopoueHos (MccnegoBaHne MUKPOGIOpPbI
ypOreHMTanbHOro TpakTa u gnarHoctuka UMMMy
09.03.CEPOJIOIMMA

09.03.01.CKpUHUHF
AT k BUY 1/2 n AT p24 (CKpUHWHT, Kau.)

enaTtut C, anti-HCV cymm. (kay)

enatut B, HBs Ag (ka4)

Cudpunuc cym. AT (IgG n IgM) (kau)
09.03.02.'enatut A

enaTuT A, anti-HAV IgM (n/kon)

lenatut A, anti-HAV cym. AT (n/kon)
09.03.03.l'enatut B

enatut B, anti-Hbe (n/kon)

enaTuT B, anti-HBs (kon)

enatut B, Hbe Ag (ka4)

enaTuT B, anti-HBV cor IgM (n/kon)
enatut B, anti-HBV cor cymm. (kay)
09.03.04.lr'enatut C

enatut C, anti-HCV 1gG aBugHocTb (n/kon)
enaTnt C, anti-HCV IgM (n/kon)
09.03.05.r'enatut D

enaTuT D, anti-HDV IgM (kau)

enatut D, anti-HDV cymm. (kau)
09.03.06.'enatut E

enatut E, anti-HEV-IgG (ka4)

enaTuT E, anti-HEV-IgM (kay)
09.03.07.Cundounuc

Cudpunuc 1gG (n/kon)

Cudounuc IgM (kay)

Cudpunuc RPR (n/kon)

Cudounuc TPHA (n/kon)

Cudpunuc nmmyHo6not 1gG (kay)

Cudpunuc ummyHo6bnot IgM (kau)
09.03.08.Xnamnamnos

Xnamuams nHeBMoHumM IgA (n/kon)
Xnamugmsa nHeBmoHuu 1gG (n/kon)
Xnamugms nHeBmoHun IgM (n/kon)
Xnamugmsa Tpaxomatuc 1gG (n/kon)
Xnamugmsa Tpaxomatuc IgM (n/kon)
Xnamugms Tpaxomatuc IgA (n/kon)
09.03.09.Mukonna3mos

Mwukonnasma nHeBmoHun (M. pneumoniae), aHTuTena IgA
Mukonnasma nHeemoHun (M. pneumoniae), aHTutena IgG
Mwukonnasma nHeBmoHun (M. pneumoniae), aHTuTena IgM
Mukonnasma xomuHuc IgA (n/kon)

Mukonnasma xomuHuc 1gG (n/kon)
09.03.10.Ypeanna3mo3s

Ypeanna3sma ypeanutukym IgA (n/kon)
Ypeannasma ypeanutukym IgG (n/kor)

09.03.11.Tokconnaamos
Tokconnaawma IgG (kor)
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3,340
2,500

2,500
2,500
3400
3,900

2500

2,700.00

600

780
540
770

1150
1070

850
880
890
1050
850

1,800
670

930
930

1040
1040

700
1000
530
590
2,200
2,250

840
770
770
860
770
860

730
750
730
880

710

810
810

720



20.77.
20.78.

20.58.
20.59.
20.60.

20.15.
20.16.
20.17.

20.104.
20.125.
20.105.
20.102.
20.103.

20.50.
20.51.
50.17.2007.
50.15.2007.
50.16.2007.
20.52.

20.53.

20.54.

20.55.
20.83.

20.71.1

20.85.
20.69.1
20.70.1

20.56.
20.57.

20.72.
20.73.
20.73.1.
28.799.

20.88.
20.18.
50.83.1295.

20.74.
20.75.

20.10.
20.11.

20.123.
20.124.

20.9.
20.8.
20.95.
20.93.
20.94.

20.127.
20.128.

20.115.
20.6.

20.1.
20.3.

Tokconnasma IgG aBuaHoCTb (N/kon)

Tokconna3ma IgM (n/kor)
09.03.12.LiutomeranoBupycHasi UHEKUNS
LinTomeranosupyc IgG (n/kor)

Lintomeranosupyc IgG aBngHocTb (n/kon)
Lintomeranosupyc IgM (n/kon)

09.03.13.KpacHyxa

KpacHyxa 1gG (kor)

KpacHyxa 1gG aBuaHocTb (n/kos)

KpacHyxa IgM (n/kon)

09.03.14.PecnupatopHble BUPYCHble MHMEKLN
Aperosupyc 1gG (n/kon)

ApeHosupyc IgM (n/kon)

Apnexosupyc IgA (n/kon)

PecnupatopHbii cuHumMTranbHbin Bupyc 1gG (n/kon)
PecnupatopHbif cvHUMTManbHbIA BUpYyC IgM (n/kor)
09.03.15.'epnec

Bupyc npocToro repneca 1 1gG (n/kon)

Bupyc npoctoro repneca 1 IgM (n/kon)

Bupyc npoctoro repneca 1,2 IgG (n/kon)

Bupyc npoctoro repneca 1,2 IgG aBuaHocCTb (n/kon)
Bupyc npoctoro repneca 1,2 IgM (n/kor)

Bupyc npoctoro repneca 2 1gG (n/kon)

Bupyc npoctoro repneca 2 1IgG aBugHocTb (n/kon)
Bupyc npoctoro repneca 2 IgM (n/kon)

Bupyc npoctoro repneca VI tuna IgG (n/kon)

Bupyc npoctoro repneca VIl tuna IgG (n/kon)
09.03.16.BOb-nHdekums

Bupyc SnwreriHa-bapp IgG k kancugHomy Al (kon)
Bupyc SnwrtenHa-bapp IgG k paHHemy Al (n/kon)
Bupyc SnwreiiHa-bapp IgG k sgepHomy Al™ (n/kon)
Bupyc SnwrtenHa-bapp IgM k kancugHomy Al™ (kon)
09.03.17.BeTpsiHas ocna

Bupyc Bapuuenna-3octep IgG (n/kon)

Bupyc Bapuuenna-3octep IgM (n/kor)
09.03.18.Kopb

Kopb 1gG (kor)

Kopb IgM (n/kon)

OnpepeneHvie paHHNX aHTUTEN K Kopu
CKPUHWHIOBBIN KOMMMEKC Ha KOpb

09.03.19.KokntoLu

Kokntow (Bordetella pertussis), aHTutena IgA (n/kon)
Kokntow (Bordetella pertussis), aHtutena IgG (n/kon)
Kokntow (Bordetella pertussis), aHTutena IgM (n/kon)
09.03.20.MapoTut

Mapotut IgG (n/kon)

Mapotut IgM (n/kon)

09.03.21.KneweBor boppennos

Boppenwvos IgG (n/kon)

Boppenwnos IgM (n/kor)

09.03.22.KneweBon aHuedanut

Bupyc knewesoro aHuedanuta IgG (kon)
Bupyc knewesoro aHuedanuta IgM (n/kon)
09.03.23.MepcrHnos

MepcuHnos IgA (n/kon)

MepcumHnos IgG (n/kon)

MepcunHus nceBpoTybepkynesa (n/kon)
MepcurHusa aHTepokonutuka, cepotun O3 (n/kon)
MepcuHusa aHTepokonuTuka, cepotun O9 (n/kon)
09.03.24.bpyuennes

Bpyuennes IgG (kauv)

Bpyuennes IgM (ka4)

09.03.25./lenwmanno3

Jleriwumanwnos 1gG (n/kon)

09.03.26.I' enbMUHTO3bI

Ackapugos IgG (n/kon)

OudbdepeHumnanbHas anarHocTuka renbmMmnHTo3oB IgG
OnucTopxo3 IgG (n/kor)
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1250
920

740
1450
920

730
1100
930

920
940
920
980
1020

890
790
830
840
810
780

900

760

910
940

940
920
810
810

970
1080

1090
920
920

1900

1190
1190
1190

940
940

960
960

840
840

850
850
700
680
680

840
940

1390
1200

1900
1100



20.2.
20.4.
20.5.

20.67.
20.12.
20.13.

20.91.
20.89.
20.90.

20.129.

20.117.
20.14.
20.86.
20.87.

20.171.
20.172.
20.169.
20.170.

20.177.
20.165.

20.106.
50.45.921.

20.49.
20.7.
50.5.2105.
20.116.
20.48.

16.15.

148.0.

19.32.4.

19.32.3.

19.32.2.

20.136.

20.64.

17.51.
27.960.
17.61.
17.50.

17.54.

17.47.

17.43.
17.44.

17.42.

Tokcokapo3s IgG (n/kon)

TpuxuHennes IgG (n/kon)

OxuHokokko3 1gG (n/kon)
09.03.27.CanbmoHenne3

BptowHon Tud (kau)

BptowHon Tnd (n/kor)

CanbmoHennes (rp.A, B, C, O, E, cymm., n/kon)
09.03.28.lUvrennes

LWurenna 3oHHe (n/kon)

Lvrenna ®nekcHepa 1-5 (n/kor)

LLvrenna ®nekcHepa 6 (n/kon)
09.03.29.Acneprunnes

Acneprunnes IgG (kay)
09.03.30.XennkobakTepHas nHekums
Onpegenexve aHtureHa HELICOBACTER PYLORI B
Xenvkobaktep nunopwm IgG (n/kon)
Xenvkobaktep nunopu IgA (kon)
Xenvkobaktep nunopwu IgM (kor)

09.03.31. Bupyceol rpunna

Bupyc rpunna tuna B 1gG (n/kon)

Bupyc rpunna tuna B IgM (kon)

Bupyc rpunna tuna A IgG (n/kon)

Bupyc rpunna tuna A IgM (n/kor)

09.03.32. KopoHaBupyc

KopoHaBupyc SARS-CoV-2, avtutena IgG (Mindray)
KopoHaBupyc SARS-CoV-2, HerTpanuaytoLme aHTuTena
09.03.33. [ipyrne nHdekumnm

Awmebunas IgG (kau)

AT k KopuHobaktepuu audtepum (CKpUHUHT)*

Kanaonpa anbbukaHc 1gG (kay)

Jlambnvos (cymm. AT, n/kon)

CtonbHAYHbIN aHaTokeuH 1gG (kor)

CbinHon Tud (n/kon)

TpuxomoHunas IgG (ka4)

09.04.ANATHOCTWKA TYBEPKYNE3HOWN MHOEKLINW
09.04.01.Mukpockonuyeckne nccrnegoBaHms
AHanu3 MOKpOTbl Ha MUKOGaKTepumn TyGepkynesa
09.04.02.Mukpobuonornyeckme nccneaoBaHus
Moces Ha Ty6epkyne3 (Mycobacterium tuberculosis)
09.04.03.TMLP-gnarHoctuka

Mwukobaktepun, OHK (Mycobacterium tuberculosis
Mwukobakrepun, HK (Mycobacterium tuberculosis
Mwukobaktepun, OHK (Mycobacterium tuberculosis
09.04.04.Ceponorus

[wnarHoctuka Ty6epKynesHomn nHdekumm metogom T-
SPOT
MwukobakTepun Tybepkynesa (cymm. AT, kau)

10.MMMYHONOI'’MYECKWNE NCCIEAOBAHUNA
10.00.01.OCHOBHbIE CKPUHHUHIOBbIE NAHENN
"'ymopanbeHbIi UMMYHUTET (MMMYHOrMobynuHbl IgA, IgM,
VMIMMYHHBIV cTaTyC (CKPpUHWHT) (ParoumTapHasi akTMBHOCTb
VIMMYHHbI CTaTyC paclUMpeHHbIi

KnetouHbii uMmyHuTteT (T-numdoumnTsl, T-xennepsbl, T-
LIMTOTOKCUYECKMe KneTkn, IMMyHOpPerynsiTopHblii MHAEKC,
B-numdountel, NK-T-knetku, NK-kneTku, JlenkountapHas
10.00.02.[JononHUTENBHbLIE KOMMIEKCHI

AkTMBMpPOBaHHbIE NuMmdoumnTbl (T-numdouuTbl, T-
MIMMyHOpPerynsTopHbIf MHAEKC ANt OLEHKM UMMYHHOTO
cTaTtyca v appeKTMBHOCTN Tepanun
(MMMYHOPErynsaToOpHbIA 1

MccnepoBaHue cybnonynsumv B-numdoumntos
KneTtouHble peuentopbl numdgonaHon Tkanm af3-T n yo-
T:(CD3+aB-TcR+yd-TcR, CD3+yd-TcR+aB-TcR-)

OueHka cocTosiHMA T-KNeTo4YHoro 3BeHa ummyHuteta: (T-
numdoumntbl (CD3+CD19-), T-xennepsbl
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980
1050

890
880
1050
660
880

880
1050
580
580
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6,990
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4,780
10,310
31,500
6,370

7,520

3,100

2,730
3,570
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17.56.

17.53.

50.13.2007.

17.2.

50.13.1385.
50.12.1385.

17.1.
17.37.

17.40.

17.38.
17.39.

50.10.1385.
50.11.1385.

17.5.
17.57.

17.58.

17.9.
50.24.2181
17.4.
17.60.

17.6.

17.41.

17.13.
17.14.
17.16.

17.15.

17.22.
17.25.
17.23.

17.24.

17.27.
17.29.
17.36.

17.30.
17.32.
17.33.
17.35.

26.3.
26.40.
26.1.
26.2.

26.30.
26.183.
26.82.
26.29.
26.28.

26.176.
26.201.

PaHHss aktuBaumsa T-kneTok n T-perynsatopHble
NMMAOLMNTHI

LinToknHbl (dpakTop Hekpo3a onyxonu, uHTepnemnkmH-10,
WHTEPNENKNH-6).

10.00.03.NHanBuayanbHble UMMYHONOMMYECKNe TeCThbl

MMmyHorno6ynuH IgA
MMmyHorno6bynuH IgE obwuii

MMmyHorno6bynuH IgG
MMmyHorno6ynuu IgM

MmmyHorno6ynuHel IgA, IgM, 1gG
WHTepneiikvH 1 GeTa

WHTtepnenkuH 10

VHTepnenkuH 6

MHTepnenkuH 8

KoMnoHeHT komnnemeHTta: C3

KomnoHeHT komnnemeHTta: C4
KomMnoHeHTbl komnnemenTa C3, C4
JlenkountapHo-T-NMMOLUTaPHBIN MHOEKC

JINN Kanbdh-Kanndga

Onpegenexne nitepdepoHoB ("anbda", "ramma”,
Onpegenexve cogepxaHus nogknacca 1gG4
Copepxanue LMK 1gG, IgM

T-xennepbl (CD3+CD4+)

darounTapHas akTUBHOCTb IENKOLMUTOB

OHO/TNFa (dakTop Hekpo3a onyxonu)
10.00.04.4yBCTBUTENBHOCTb K Mpenapatam MHTepdepoHa
FammadbepoH (NHrapoH)

WHTpOH

PeanbanpoH

PeadepoH (BudepoH)

10.00.05.4yBCTBUTENBHOCTb K MHAYKTOPaM MHTepdepoHa
AMUKCUH

Karouen

Heosup

LinknodepoH

10.00.06.4yBCTBUTENBHOCTL K MIMMYHOMOAYNATOPaM
anasut

MMmyHan

MmyHopuke

MmyHodaH

Jlukonuna

[NonuokcnaoHuin

TumoreH

11.AYTOUMMYHHAA OUATHOCTUKA
11.00.01.lLnToBNAHASNA Xene3a

AT k peuentopam TTI (kon.)

AT-MAT (aHTUTENna K MMKpocomarbHoM ppakumm
AT-TT (kon.)

AT-TIO (kor.)
11.00.02.Mogxenyno4vHas xenesa

AHTuTena k GAD, IgG B kpoBu (kon.)

AHTUTENA K OCTPOBKOBbLIM KINeTKaM MopKenya04HOM
AHTUTENa K TMpo3nH docdartase (IA-2)

AT k BeTa-kneTkam NoKenynoYHON xenesbl (Kon.)
AT K uHCynuHy (kon.)

AT K OCHOBHbIM aHTUreHam OCTPOBKOBbIX kneTok (GAD/IA-
AT K 3K30KPUHHOW YacTn NoAXenyao4HON Xenesbl (n/kor.)
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3,860

6,850

480
790

480
480

1440
2,300

2,300

2,300
2,300
600
600
1200
190

190

4,530
2200
1350
2,630

1710
2250

700
700
700

700

700
700
700

700

700
700
700

700
700
700
700

1940
810
850
840

1810
1,700
1810
1750
1200

1,800
1420



26.161.

26.162.

50.21.2181
50.20.2181
26.77.
26.6.

50.1.2202.

26.8.

26.5.

26.4.
50.4.1289.

26.163.
50.4.1385.

26.127.
26.184.

20.167.

26.26.
26.27.
26.196.
26.197.

50.25.2181.
50.26.2181.

26.165.

26.11.

26.200.
26.205.
26.10.
26.12.

26.21.
26.18.
26.20.
26.19.

26.9.
50.13.2181
50.4.2215.

26.182.
26.203.

26.202.
26.23.
26.22.
26.25.

50.2.2215.
26.44.

26.13.

26.7.
26.14.
26.15.

26.16.
26.17.

11.00.03.Cepaue

AHTUTENa K MUOKapay € onpeaerieHmem Tuna cBeYeHns
11.00.04.TpombounToneHus

AHTUTENA K TPpOMbouMTam, metog HPND
11.00.05.AHTUDOCHONUNMAHBIN CUHAPOM

AHTUTEna k aHHekcuHy V IgG

AHTUTENA K aHHekcuHy V IgM

AHTWTEna k kKapauonunuHy knaccos IgG n IgM

AT Kk kapguonunuHy (ckpuH. 1gG, IgM, I1gA)

AT k kapguonunuHy IgA (kon)

AT k npoTpom6uHy (ckpuH. IgG, IgM, IgA)

AT k docdonunuagam IgG (kon.)

AT k dbocconunugam IgM (kon.)

AT k ®C-npoTpombrHoBOMY kommnnekcy (PS-PT), IgA,
11.00.06.AyTOUMMYHHbIV renaTut

AHTWTEna Kk MMKpocoMam neyeHu-noyku (LKM-1)
AHTUTENA K UMTONNAa3MaTUYECKOMY aHTUreHy nevyeHun

AT K aHTUreHam ayTOMMMYHHbIX 3aboneBaHuii neveHn
AT K acnanornmkonpoTEMHOBOMY peLienTopy (aHTu-
ASGPR)

AT k rmagkon myckynatype (ASMA) (n/kon.)
11.00.07.Uennaknsa

AT k rmnaguny IgA (kon.)

AT k muaguny IgG (kon.)

AT K AesamuanpoBaHHbIM NenTuaam rnuagmHa IgA
AT Kk ge3sammaupoBaHHbIM NenTugam rnnaguHa 1gG
AT Kk TKaHeBOW TpaHcrnyTamuHase, IgA (kon.)

AT K TKaHeBoW TpaHcrmnyTamuHase, 1gG (n/kon.)

AT k aHgomu3anto IgA n IgG (EMA) (n/kon.)
11.00.08.CuctemMHas kpacHas Bon4yaHka

AT k gBycnupaneHon OHK (kon. IgG)

AT k gBycnupanbHon OHK Ha Crithidia lucilia,
AT k numdpoumTam (n/kon.)

AT k ogHocnupansHon OHK (kon. 1gG)

AT K aKkcTparMpoBaHHbIM saepHbIM Al™ (n/kon.)

11.00.09.CuctemHas cknepogepmus
AHTUUEeHTpoMepHble AT (kon. IgG)

AT k aHTureny Scl-70 (kon. IgG)

AT Kk Hykneocomam (kon. 1gG)

AT k umtonnasmatumyeckomy Al” Jo-1 (kon. IgG)
11.00.10.AyToMMMYHHble 3aboneBaHus XXKT
AHTVHYKNeapHble aHTuTena, 1IgG (n/kon.)
AHTUHYKINEeapHbIN hakTop Ha KreTo4YHon nuHum HEp-2 ¢
AT k Saccharomyces cerevisiae (ASCA) IgA

AT k Saccharomyces cerevisiae (ASCA) IgG

AT k aHTureHy GP2, IgG v IgA (npu 6onesHn KpoHa) (kon.)

AT k 6oKkanoBMAHbBIM KNeTkam KueyvHuka (n/kon)

AT K BHyTpeHHeMy chbakTopy (kos.)

AT k MuToXxoHapusAM (kor. 1gG)

AT K napueTtanbHbIM knetkam (kon. 1gG)

MMMYHOGNOT aHTWHYKINeapHbIX aHTUTEN (aHTUreHbl Sm,
KanbnpoTekTuH B kane

11.00.11.JlexapcTBEHHasn BoN4YaHka

AT k ructoHam (kon. 1gG)

11.00.12.Mapkepbl ayTOUMMYHHbIX 3ab0neBaHuin,

AT k 6eTa-2-rnukonpoTtenHy (ckpuH. IgG, IgM, IgA)
AT k umtonnasmaTtuyeckomy AlC SS-A (RO) (kon. 1IgG)
AT k uutonnasmatunyeckomy AlC SS-B (La) (kon. IgG)

AT k akcTparnpyemomy saepHomy A" Sm (kon. IgG)
AT k akcTparvpyembiM saepHbeim AT RNP\Sm (kon. IgG)
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1390
3500

1680
1680
2,350
1360

1420

1610
1180
1300
1510

1810
1700

3,770
1800

1800

1110
1110
1170
1230
1330
1270
1,550

1010

1320
1,830
1300
1210

1650
1490
1310
1280

1050
1500
1300
1300
2,100

2100
1800
1800
1790
3,800
3,790

1500

1330
1480
1480

1450
1230



26.170.
26.24.
50.23.2181
26.198.

26.31.

26.171.

26.195.
50.27.2181

50.51.2181
50.22.2181

26.191.
26.192.

26.33.

26.174.
26.175.
26.204.

26.34.

26.160.

26.81.
26.35.

26.206.
26.207.
26.115.

26.114.

26.177.
26.180.

26.181.
26.178.
26.179.
26.173.

26.166.

26.168.
26.169.

26.210.
26.208.
26.188.
26.209.
26.117.
26.116.
26.167.

26.118.
26.121.
26.120.
26.119.

26.187.

26.66.
26.111.

11.00.13.AyTOMMMYHHbIE 3a60neBaHNs NOYEK
AHTUTena k peuenTtopy docdonmnasel A2

AT k 6a3anbHoin MmembpaHe rnoMepyrnsapHoOro annapara
AT k C1qg cakTopy KoMnnemeHTa

AT K cTepomanpoayumnpyoLLmMM KnetkaMm HagnovevHuka
(ACTIK) (n/kon.)

11.00.14.MNonoBas chepa

AHTucnepmanbHble AT (kor.)

AntuTena k XI'Y 1gG, IgM (n/kon.)

AT Kk cTepouna-npoayumpyoLmm knetkam suyka (ACKI-
AT Kk cTepoua-npoayumpyowmm knetkam andHmnka (ACKII-
11.00.15.CnctemHble BackynuTbl

AHTUHENTPOUIbHbIE LMTONNasMaTnyeckme aHTuTena,
AT k kneTtkam cocyauctoro aHgotenus (HUVEC)

AT k mvenonepokcuaase (aHT—MI10O)
AT k npoTtenHase-3 (aHTu-INP-3)

AT k uutonnasme Hentpodunos (AHLA) (n/kon. 1gG)

AT k uutonnasme Hentpodunos (AHLIA) IgA

AT k umtonnasme Hentpodunos (WLAHUA/MAHLIA) IgG
"MrKo3nMnupoBaHHbIN HPEPPUTHH (AnarHocTrka cuHgpomMa
11.00.16.PeBmaTongHbIi apTput

AHTU-MCV (AHTWTENA K LUTPYNNMHUPOBAHHOMY
BMMEHTUHY) (kon. IgG)

AHTUKEpaTWMHOBbLIE aHTUTeNa

AHTUNEPUHYKNeapHbI hakTop

AnTnTena CCP (AHTUTENna K LMKMMYEeCKOMY LMTPYNMWH
cogepxallemy nentugy) (kon.)

AT k Sa-aHTUreHy

AT peBmatoungHoro gaktopa, IgA

Kpuctannel cMHOBUAnNbHOM XNAKOCTH

OnuromepHbI MaTpuKcHbIn Benok xpswa (COMP)
11.00.17.3a6oneBaHuns KOXu

AT k 6a3anbHon MembpaHe Koxu metoaom HPUNO
AT k 6enky BP 180

AT k 6enky BP 230

AT k gecmornevHy 1

AT k gecmorneunHy 3

AT kK gecmocomam Koxu metogom HPU®
11.00.18.Capkonao3s

AKTUBHOCTb @aHIMOTEH3NH-NpeBpaLlatoLlero depmeHTa
11.00.19.HeBponornyeckue ayToumMMyHHble 3a6oneBaHus
AHTWTEna K aueTunxonuHoBomy peuentopy (AxP)
AHTUTENA K ckeneTHbIM Mbiwuam (ACM)

AT k kanueBbiM kaHanam (LGI1 n CASPR2) (n/kon.)
AT k MUSK peuenTopy

AT k NMDA rmiotamaTHOMY peLentopy

AT K aHTMreHaMm mvenuHa MeToA0M HenpsMoW
MHpaekc anbbymuHa (npoHuuaemocts OB) (nuksop u
OnuroknoHanbHbI UMMyHornobynuH IgG (nuksop u
Onpegenexuve akBanopuHa - 4 (NMO) knacca IgG

11.00.20.Cuctema komnnemeHTa

IgG-MMMyHHbIE KOMMNeKebl (MeToA cBa3biBaHus ¢ C1q
AyTOUMMYHHast UMMYHOKOMMIEKCHas naTonorus
MHrmbnTop C1INH (gnarHoctuka kpanmBHULbI 1

O6Lasi remonuTnyeckasi cnocobHocTb cbiBopoTku (CH-50)
11.00.21.KomnnekcHas amarHocTnka ayToMMMYHHbIX U
CUCTEMHBbIX 3aboneBaHuii

AHTVHenpoHanbHble aHTuTena (AHTU-Yo1, Hu, Ri,
PNMA2 (Ma2/Ta), CV2, AMduncdusmH), guarHoctmka
AHTUHENTPOUIbHbIE aHTUTENA

AHTUHYKNeapHble aHTUTena npw cknepogepmum (Scl-70,
CENP A, CENP B, RP 11, RP 155, ¢onbpunnapun, NOR
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1800
1790

3,000
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1320
1320
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1300
1,500
1,780

1720
2400

1150
1800

1,650
1300
2,030

2,860

2,300
2,400

2,400
2,400
2,400
2,400

2,520

5,600
1420

6,400
5,700
4,430
1,700
1,650
4,580
3,000

1880
3,300
2,300
1540

5,500

4,040
4,300



26.52.

26.112.

26.76.

26.186.

26.63.

26.60.

26.71.

26.79.

26.185.

26.74.

26.54.

26.58.

26.68.

26.53.
26.55.

26.67.

26.78.

26.56.

26.62.
26.61.
26.72.
26.75.
26.73.
26.73.1.

26.59.

26.65.
26.64.
26.70.
11.14.
11.14.1.
50.19.2181
26.57.
26.80.
26.80.1.

50.28.2181
26.69.

AHTUTENa K OCHOBHbIM aHTUreHam CKB (aHTuTena k
ncHK n Hykneocomam)

AHTudochonunuaHble aHtutena (AT 6eTa-2-
AHTUochonmnmaHele aHtutena (AT k kapguonunuaam
IgM u IgG, aHHekcuHy V (A5) IgM n IgG, GeTa-2-
rnvkonpoTeunHy IgA, IgM, IgG, dC-npoTpombrUHOBOMY

AT npu nonummnosute: AT k Mi-2, Ku, PM-Scl100, PM-
Scl75, SRP, aHTucuHTeTa3Hble aHTuTena (Jo-1, PL-7, PL-
BbissBneHvne aHTuTEN K peTukynuHy knaccos IgG un IgA

[unarHocTrka ayToMMMYHHOro nopaxeHus novek (AHLUA,
BMK, AH®)

[narHocTuka BbiCTPONPOrpeccnpyoLLero
rnomepynoHedputa (AHUA n aHtutena k BMK)

[unarHocTrka BocnanutenbHbIx MMokapavonaTtui (Mio un
[wnarHocTuka BocnanuTenbHbIX MonMHeBputoB (AT K
raHrnuosvaam GM1,GM2, GM3, GM4, GD1a, GD1b,
[unarHocTrka BTOPUYHOIO aHTudochonunmaHoro
cuHgpoma (AKI n AH®)

[wnarHoctuka rpaHynemarto3Hbix BackynutoB (AH® n
[unarHocTuka ny3bIpHbIX AepMaTo30B (ayToaHTUTena K
aHTUreHam Koxm)

OuncbdepeHumansHas anarHoctuka 6onesHn KpoHa m
s3BeHHoro konuta (AHUA 1gG n ASCA IgA)
KomburHupoBaHHOe obcnegosaHme npu BOCNanuTenbHbIX
KomnnekcHbIN TecT AnarHOCTUKM pacCesiHHOro ckreposa
(onuroknoHanbHbIV IgG 1 cBOGOAHbBIE NMerkve uenm
O6cnenoBaHue Npu BoNYaHOYHOM Hedpute

O6cneposarue npu CKB (AH®, acHK n AKI)

MonHoe cepornoruyeckoe obcrnenosaHne Npy Lenuakum
(ASA, TTT, APA, ATA)

Pa3BepHyTas guarHoctmka aHTMdochonMnnaHoro
PasBepHyTas ceponorusi ayToMMMyHHbIX 3aboneBaHuii
PasBepHyToe o6cnegoBaHue nNpu NONMHEBpUTaxX
(ckpuHWHT napanpoteuHa, AH®, AHUA, ENA, aHtn-GM1,
PasBepHyTOe ceponoruyeckoe obcnefoBaHue npu
nonummosute ¢ kommeHtapueMm (AH®, ENA, aHTn-Mi-2,
Ku, Pm-Scl, Jo-1, PL-7, PL-12)

CBobogaHble nerkue kanna n nambaa uenm

CsoboaHble nerkue kanna n nambaa uenu
MMMYHOINOBYNMHOB (CyTOYHast MoYya)

CBoboaHble nerkue kanna/naméaa uenu
MMMYHOIMOOYNNHOB B CbIBOPOTKE KPOBU

CsobopgHble nerkne nambaa/kanna uenu
UMMYHOrMo6YNMHOB B LiepebpoCnnHanbHOM XMAKOCTH
CKPVHWHI ayTOMMMYHHOTO nopaxeHus neyeHn (AHP,
AMA, ATMA, LKM, AMKX)

CKpWHUHT 6onesHel coeguHuTensHon Tkanu (AH® n ENA-
CKPVH)

CkpuHuHr M-I'paauenTa (6enka BeHc-[xoHca) (pasoBas
Mo4a)

CkpuHuHr M-I'paguenTa (6enka BeHc-[xoHca) (cyTovHas
Mo4a)

CKPWHWHI NapanpoTeMHEMUiA B CbIBOPOTKE KPOBYU C
CkpuHuHr uenunakum (AAl IgG n TTI2 IgA)

TunupoBaHune M-rpagueHTa (6enka beHc-[xoHca)
TunuposaHue M-rpaguenTa (6enka BeHc-[xoHca)
(cyToyHas mo4a)

TvnupoBaHve NapanpoTenHa B CbIBOPOTKE KPOBU C
YTouHeHune anarHosa uenuakum (ASA n TTIN)

[o2)

[o2)

00 00 0o 0o

(o]

2,840

5,770
5,610
4,420

1,890

5,250

3,880

2,940

5,600

3,710

3,580

4,300

2,970

5,630
5,100

2,450

5,100

7,350

4,930
7,440
6,240
7,040
2100
2100

2500

2200
4,820
2,450
2,160
2,160
2,210
2,880
4,050
4,050

4,390
3,700



26.51.

26.51.1.

41.515.
41.953.
40.7.
40.8.
40.10.
40.2.
40.5.
40.6.
40.3.

40.11.

40.39.

40.40.

40.797.

40.15.

40.16.

40.57.

40.58.

40.31.

40.32.

40.35.

40.36.

40.33.

40.34.

40.65.

40.63.1.

40.63.

40.64.1.

40.64.

41.48.
41.63.
41.19.

OnekTpodhopes GeNKoB MoK C onpeaeneHnemM Tuna
npoTevHypun (pasoBasi Moya)

OnekTpodhopes GeNKoB MoK C onpeaeneHnemM Tuna
NpoTenHypun (CyTouHas mMoya)

11.00.22. 3NN-Tect

12.ANATHOCTUKA ANNEPTUN

12.01. TEXHOJIOI'MA IMMUNOCAP

12.01.01.1 OTAI MNepBryHbIE TECTBI HA ANnepruio
Anneprounn ImmunoCAP ISAC (112

WctuHHasa anneprus: anneprounn ISAC (112

Cmecb annepreHoB B nepbsix NTuL, (rycs, Kypuubl, yTKK,
Cwmecb annepreHoB B nepbsAx NTuL, (Tycs, Kypulbl, yTKK,
uHaenikm), 1gG, obwmin pesyneTat (EX71, ImmunoCAP)
Cwmecb annepreHoB NULLM (IMYHBLIN 6enoK, MOMoKo
KOpOBbe, Tpecka, NiieHnYHas Myka, apaxuc, cos) IgG
Cwmecb annepreHoB MUKW (SMYHbLIN 6enok, MOrokKo,
Tpecka, nwexuua, apaxuc, cosl) Ige (FX5, ImmunoCAP)
Cwmecb annepreHoB nnecenu (Penicillium notatum,
Cladosporium herbarum, Aspergillus fumigatus, Alternaria
Cwmecb annepreHoB nnecenu (Penicillium notatum,
Cladosporium herbarum, Aspergillus fumigatus, Alternaria
Cwmecb GbITOBBIX annepreHoB (domalHsAs nbinb Hollister-
Stier Labs, knewm D. pteronyssinus u D. farinae, Tapakan-
Cwmecb GbITOBBIX annepreHoB (domaluHsAs nbinb Hollister-
Stier Labs, knewm D. pteronyssinus u D. farinae, Tapakan-
npycak), IgG, o6y pesynbtaT (HX2,ImmunoCAP)

CmMecb 3nakoBbIX annepreHos (nweHuua, poXxb, S4MEHb,
pvc), IgE, obwwn pesynbTat (FX20, ImmunoCAP)

Cmecb 3naKoBbIX annepreHos (MWeHnLa, poxb, SYMEHb,
puc), IgG, obwui pesynbTat (FX20, ImmunoCAP)

CwMmecb 3nakoBbIX TpaB (exxa cbopHasi, OBCsHULA NyroBasi,
nnesen, TMModpeeBka, MATNUK nyrosow), IgE, obLumn
pesynbtaT (GX1, ImmunoCAP)

Cmecb MOpenpoayKTOB-annepreHoB (Tpecka, KpeseTka,
CUHSI Muausi, TyHel, nococsb), IgE, obwwmii pesynbtat
Cmecb MOpenpoayKTOB-annepreHoB (Tpecka, KpeseTka,
CUHSIS Muausi, TyHel, nococb), IgG, obwumin pesynbtat
Cmecb MACHbIX NPOAYKTOB: CBUHWMHA, FOBSIANHA, Kypuua
IgE (FX73, ImmunoCAP)

CMecCb MSICHbIX MPOAYKTOB: CBUHMHA, rOBsiAMHA, KypuLla
IgG (FX73, ImmunoCAP)

Cwmecb nuueBbix npoaykTos Ne6: nomuaop, WwnuHar,
KanycTa, kpacHbii nepeu IgE (FX14, ImmunoCAP)

Cwmecb nuweBblx npoaykToB Ne6: nommaop, LWnuHar,
kanycTa, kpacHbi nepey IgG (FX14, ImmunoCAP)
Cwmecb dpykToBas Ne2: s6noko, 6aHaH, rpyLia, nepcuk
IgE (FX17, ImmunoCAP)

Cwmecb pykToBas Ne2: s6noko, 6aHaH, rpyLua, nepcuk
IgG (FX17, ImmunoCAP)

Cwmecb (hpyKTOBbIX annepreHoB (anenbcuH, a6moko,
6aHaH, nepcuk), IgE, obwnin pesynbtat (FX15,

Cwmecb (hpyKTOBbIX annepreHoB (anenbcuH, a6moko,
6aHaH, nepcuk), IgG, obwmin pesynbTat (FX15,
Tpuntasa (ImmunoCAP)

daguaton (ImmunoCAP)
daguaton (ImmunoCAP)

dagunaton getckmun (ImmunoCAP)

®aguarton getckmn (ImmunoCAP)

12.01.02.2 STAI BbisiBneHne nHAMBNAYanbLHOIo
Alternaria alternata IgE (M6, ImmunoCAP)
Alternaria alternata IgG (M6, ImmunoCAP)
Aspergillus flavus IgE (M228, InmunoCAP)

14

INFNIS IS

N

1850

1790

26,900
24,900
1790
1790
1790
1790
1790
1790
1790

1790

1790

1790

1790

1790
1790

1790

1790

1790

1790
1790
1,790
1790
1790
3,140
2,390
2,390

2,390
2,390

1090
1200
1200



41.20.
41.7.
41.8.

41.17.

41.18.

40.324.
41.904.

41.11.
41.12.
41.5.
41.6.
41.2.
41.1.
41.9.
41.10.
41.3.
41.4.
41.15.
41.16.
41.13.
41.14.

41.173.
41.174.
40.356.
40.199.
41.473.
41.474.
41.179.
41.180.
41.183.
41.184.
41.283.
41.284.
41.181.
41.182.
40.343.
40.197.
40.350.
40.352.
41.185.
41.186.

41.87.
41.88.

41.443.
41.444.
41.103.
41.104.
41.243.
41.244.
40.337.
41.189.
41.190.
41.187.
41.188.
41.463.
41.464.
41.105.
41.106.
41.379.
40.292.
41.113.
41.114.
41.199.
41.200.
41.279.
41.280.
40.334.
40.332.
41.191.
41.192.
41.391.
41.905.

Aspergillus flavus 1gG (M228, ImmunoCAP)
Aspergillus fumigatus IgE (M3, ImmunoCAP)
Aspergillus fumigatus IgG (M3, ImmunoCAP)
Aspergillus niger IgE (M207, ImmunoCAP)
Aspergillus niger IgG (M207, ImmunoCAP)
Botrytis cinerea IgE (M7, ImmunoCAP)

Botrytis cinerea IgG (M7, ImmunoCAP)

Candida albicans IgE (M5, InmunoCAP)
Candida albicans 1gG (M5, ImmunoCAP)
Cladosporium herbarum IgE (M2, InmunoCAP)
Cladosporium herbarum IgG (M2, ImmunoCAP)
Helminthosporium halodes 1gG (M8, ImmunoCAP)
Helmintosporium halodes IgE (M8, ImmunoCAP)
Mucor racemosus IgE (M4, ImnmunoCAP)

Mucor racemosus 1gG (M4, ImmunoCAP)
Penicillium notatum IgE (M1, ImmunoCAP)
Penicillium notatum IgG (M1, ImmunoCAP)
Pityrosporum orbiculare IgE (M70, ImmunoCAP)
Pityrosporum orbiculare IgG (M70, ImmunoCAP)
Rhizopus nigricans IgE (M11, ImmunoCAP)
Rhizopus nigricans 1gG (M11, ImmunoCAP)
Abpukoc IgE (F237, ImmunoCAP)

Abpukoc 1gG (F237, ImmunoCAP)

Anneprus Ha KOMNOHEeHTbI BakuyH (Immunocap)
Anneprua Ha NpoayKTbl ¢ rTeHoM (Immunocap)
AmMb6po3us Bbicokast IgE (W1, ImmunoCAP)
Am6Gpo3usa Bbicokasi IgG (W1, ImmunoCAP)
Ananac IgE (F210, ImmunoCAP)

AHaHac IgG (F210, ImmunoCAP)

AnenbcuH IgE (F33, ImmunoCAP)

AnenbcuH IgG (F33, ImmunoCAP)

Apaxuc IgE (F13, ImmunoCAP)

Apaxuc IgG (F13, ImmunoCAP)

Apby3 IgE (F329, ImmunoCAP)

Apby3 IgG (F329, ImmunoCAP)

AcTma 1 puHUT y B3pochbix (ImmunoCAP)
Actma u puHut y getent (ImmunoCAP)

Ba3soBbiln komnnekc ang B3pocnbix IgE (ImmunoCAP)
Basosbin komnnekc ans geten Ige (ImmunoCAP)
BaHaH IgE (F92, ImmunoCAP)

BaHaH IgG (F92, ImmunoCAP)

Benok anyHbiv IgE (F1, ImmunoCAP)

Benok snyHbin 1gG (F1, ImmunoCAP)

Bepesa IgE (T3, ImmunoCAP)

Bepesa IgG (T3, ImmunoCAP)

Bobbil coeBble IgE (F14, ImmunoCAP)

Bobbl coeBble IgG (F14, ImmunoCAP)

Bpokkonu IgE (F260, ImmunoCAP)

Bpokkonu IgG (F260, ImmunoCAP)

BbiToBble anneprensbl IgE (ImmunoCAP)
Burorpapg IgE (F259, ImmunoCAP)

BuHorpap 1gG (F259, ImmunoCAP)

Buwhs IgE (F242, ImmunoCAP)

Buwns 1gG (F242, ImmunoCAP)

Bs3 IgE (T45, ImmunoCAP)

B3 IgG (T45, ImmunoCAP)

nioteH IgE (F79, ImmunoCAP)

mioteH I1gG (F79, ImmunoCAP)

[oBsamHa IgE (F27, ImmunoCAP)

loBaguHa 1gG (F27, ImmunoCAP)

opox IgE (F12, ImmunoCAP)

opox IgG (F12, ImmunoCAP)

penndpyT IgE (F209, ImmunoCAP)
perindpyT IgG (F209, ImmunoCAP)

"peukunn opex IgE (F256, ImmunoCAP)

"peukwnin opex IgG (F256, ImmunoCAP)
"pubkoBble annepreHbl (pacwmpeHHast) IgE (ImmunoCAP)
"pnbkoBble annepretxbl IgE (ImmunoCAP)
pywa IgE (F94, ImmunoCAP)

pywa IgG (F94, ImmunoCAP)

OomawHas nbinb (Greer Labs.Inc.) IgE (H1, ImmunoCAP)
HomawHsas nbinb (Greer Labs.Inc.) IgG (H1, ImmunoCAP)

LIFNFNINENFN NN NN NN NN AN TN NN NN TN NN NN TN TN TN NN TN TN TN N TN TN TN N TN TN TN TN TN NN TN TN TN TN TN TN TN TN TN TN TN TN NN TN TN PN NN

1200
1200
1200
1,300
1,300
1100
1200
1060
1050
1200
1200
1200
1100
1200
1100
1200
1200
1050
1200
1050
1050
1200
1200
9,012
5,790
1090
1200
1120
1200
1200
1200
1200
1200
1200
1200
8,720
8,890
11,372
18,417
1090
1200
1260
1260
1090
1200
1100
1100
1200
1,300
4,690
1200
1425
1090
1350
1200
1200
1090
1180
1200
1100
1120
1120
1200
1200
1200
1200
12,107
8,250
1200
1200
1200
1200



41.393.
41.906.
41.295.
41.296.
41.449.
41.450.
41.193.
41.194.
41.383.
41.384.

41.85.
41.86.

41.451.
41.452.
40.323.
40.325.
41.115.
41.116.
41.151.
41.152.
41.153.
41.154.
41.233.
41.234.
41.261.
41.262.
41.201.
41.202.
41.439.
41.440.

41.25.
41.26.
41.27.
41.28.

41.23.

40.274.

41.37.

41.38.

41.197.

41.198.

41.77.

41.771.
41.409.
41.410.
41.465.
41.466.
41.289.
41.290.
41.483.
41.484.
41.207.
41.208.
41.139.
41.140.
41.109.
41.110.
41.481.
41.482.
41.445.
41.446.
41.213.
41.214.
41.469.
41.470.

OomawHas nbinb (Hollister-Stier Labs.) IgE (H2,
HomawHsas nbinb (Hollister-Stier Labs.) IgG (H2,
Opoxoku IgE (F45, ImmunoCAP)

Opoxokm IgG (F45, ImmunoCAP)

Oy6 IgE (T7, ImmunoCAP)

Oy6 1gG (T7, ImmunoCAP)

ObiHs IgE (F87, ImmunoCAP)

ObiHs IgG (F87, ImmunoCAP)

Exa cbopHas IgE (G3, ImmunoCAP)

Exa cbopHas 1gG (G3, InmunoCAP)

XKentok auuHbin IgE (F75, ImmunoCAP)

XKentok suunbini IgG (F75, ImmunoCAP)

MBa IgE (T12, ImmunoCAP)

MBa IgG (T12, ImmunoCAP)

KaseuH IgE (F78, ImmunoCAP)

KasewuH IgG (F78, ImmunoCAP)

Kakao IgE (F93, ImmunoCAP)

Kakao IgG (F93, ImmunoCAP)

Kanbmap IgE (F258, ImmunoCAP)

Kanbmap 1gG (F258, ImmunoCAP)

Kamb6ana IgE (F254, InmunoCAP)

Kamb6ana 1gG (F254, ImmunoCAP)

Kanycta IgE (F216, ImmunoCAP)

Kanycrta IgG (F216, ImmunoCAP)

Kaptodens IgE (F35, ImmunoCAP)

Kaptodens IgG (F35, ImmunoCAP)

Kusu IgE (F84, ImmunoCAP)

Kunen IgG (F84, InmunoCAP)

KneH aceHenucTHbin IgE (T1, ImmunoCAP)

Knen scenenuctHbivi IgG (T1, ImmunoCAP)

Knew, gomawHen neinn Dermatophagoides farinae IgE
Knew gomaluHen nbinm Dermatophagoides farinae IgG
Krnew gomawHen noinn Dermatophagoides microceras
Knew, gomawHen neinm Dermatophagoides microceras
IgG (D3, ImmunoCAP)

Knew, gomalwHen neinn Dermatophagoides pteronyssinus
IgE (D1, ImmunoCAP)

Knew, gomalwHen neinn Dermatophagoides pteronyssinus
IgG (D1, ImmunoCAP)

Knew, gomauHen neinn Euroglyphus maynei IgE (D74,
ImmunoCAP)

Knew, gomawwHen neinm Euroglyphus maynei IgG (D74,
ImmunoCAP)

Kny6Hnuka IgE (F44, ImmunoCAP)

Kny6Hnuka IgG (F44, InmunoCAP)
Kosbe mornoko IgE (F300, ImmunoCAP)

Kosbe monoko IgG (F300, ImmunoCAP)
Komap IgE (171, ImmunoCAP)

Komap 1gG (171, ImmunoCAP)

KocTtep IgE (G11, ImmunoCAP)

Koctep 1gG (G11, ImmunoCAP)

Kodpe IgE (F221, ImmunoCAP)

Kode 1gG (F221, ImmunoCAP)

Kpanuea asyaomHas Ige (W20, ImmunoCAP)
Kpanvea aBygomHas IgG (W20, ImmunoCAP)
KpacHasi cmopoauHa IgE (F322, ImmunoCAP)
KpacHas cmopoauHa IgG (F322, ImmunoCAP)
KpeseTtku IgE (F24, ImmunoCAP)

KpeseTtkn IgG (F24, InmunoCAP)

Kykypysa IgE (F8, ImmunoCAP)

Kykypysa IgG (F8, ImmunoCAP)

Jlebena yeuesunuesmaHas Ige (W15, ImmunoCAP)
Jlebepna yeuesmuesumaHas 1IgG (W15, ImmunoCAP)
Jlewmna IgE (T4, ImmunoCAP)

JlewwmrHa IgG (T4, ImmunoCAP)

JIumoH IgE (F208, ImmunoCAP)

JlumoH IgG (F208, ImmunoCAP)

JlncoxsocT nyrosow IgE (G16, ImmunoCAP)
Jlncoxsoct nyrosow IgG (G16, ImmunoCAP)

INFNFNINENFN NN NN TN NN TN N TN TN TN NN TN TN NN TN TN PN TN NN

N

INFNEIFNENFN NN NN NN NN NN TN TN TN TN TN TN

1200
1200
1200
1200
1200
1200
1200
1200
1200
1200
1090
1090
1200
1200
1280
1200
1200
1200
1050
1200
1180
1180
1200
1200
1200
1200
1200
1200
1200
1200
1200
1200
1200
1200

1090

1100

1200

1200

1200

1200

1200

1200
1200
1200
1200
1200
1200
1200
1200
1200
1200
1200
1050
1050
1090
1200
1200
1200
1200
1200
1200
1200
1200
1200



41.167.
41.168.

41.43.
41.44.

41.263.
41.264.
41.219.
41.220.
41.217.
41.218.
41.215.
41.216.
41.221.
41.222.
41.269.
41.270.

41.73.
41.74.
41.71.

41.600.
41.259.
41.260.
41.411.
41.412.

41.89.
41.90.
41.97.
41.98.
41.95.
41.96.

41.101.
41.102.

41.99.

41.100.
41.371.
41.372.
41.375.
41.376.
41.381.
41.382.
41.389.
41.390.
41.385.
41.386.
41.241.
41.242.
41.485.
41.486.
41.441.
41.442.
41.277.
41.278.
41.237.
41.238.

41.51.
41.52.
41.69.
41.70.
41.78.
41.80.

41.223.
41.224.

41.41.
41.42.
41.45.
41.46.

40.368.
40.354.
41.471.
41.475.

Jlococs IgE (F41, ImmunoCAP)

Jlocochk IgG (F41, ImmunoCAP)

Jlowappk (nepxotsb) IgE (E3, ImmunoCAP)
Jlowagb (nepxoTsb) IgG (E3, ImmunoCAP)
Jlyk IgE (F48, ImmunoCAP)

Jlyk 1IgG (F48, ImmunoCAP)

ManuHa IgE (F343, ImmunoCAP)

ManwuHa 1gG (F343, ImmunoCAP)

Matro IgE (F91, ImmunoCAP)

Matro IgG (F91, ImmunoCAP)
MaHngapuH IgE (F302, ImmunoCAP)
MangapvH 1gG (F302, ImmunoCAP)
MacnuHa IgE (F342, ImmunoCAP)
Macnuna 1gG (F342, ImmunoCAP)
Mungans IgE (F20, ImmunoCAP)
Mungane IgG (F20, ImmunoCAP)

Monoko kunsiyeHoe IgE (F231, ImmunoCARP)
Monoko kunsuyeHoe 1gG (F231, ImmunoCAP)
Monoko kopoBbe IgE (F2, InmunoCAP)
Monoko kopoBbe 1gG (F2, ImmunoCAP)
Mopkogb IgE (F31, ImmunoCAP)

MopkoBb IgG (F31, ImmunoCAP)

MoTbinb IgE (173, ImmunoCAP)

MoTbinb IgG (173, ImmunoCAP)

Myka rpeuHeBas IgE (F11, ImmunoCAP)
Myka rpeyHeBas IgG (F11, InmunoCAP)
Myka oBcsHas IgE (F7, ImmunoCAP)

Myka oBcsiHas IgG (F7, ImmunoCAP)

Myka nweHunyHas IgE (F4, ImmunoCAP)
Myka nweHwnyHas IgG (F4, ImmunoCAP)
Myka pxanas IgE (F5, ImmunoCAP)

Myka pxanas 1gG (F5, ImmunoCAP)

Myka sumeHnHas IgE (F6, ImmunoCAP)
Myka sumenHas 1gG (F6, ImmunoCAP)
Msico nHgenku IgE (F284, ImmunoCAP)
Msco nHgeikn 1gG (F284, ImmunoCAP)
Msico kponuka IgE (F213, ImmunoCAP)
Msco kponuka IgG (F213, ImmunoCAP)
Msico kypuubl IgE (F83, ImmunoCAP)

Msco kypuubl IgG (F83, ImmunoCAP)
MsTnuk nyroou IgE (G8, ImmunoCAP)
MsaTtnuk nyrosow 1gG (G8, ImmunoCAP)
OBcsaHuua nyrosas IgE (G4, ImmunoCAP)
OBcsiHuua nyroeas 1IgG (G4, ImmunoCAP)
Orypeu IgE (F244, ImmunoCAP)

Orypeu IgG (F244, ImmunoCAP)
OpyBaHuuk IgE (W8, ImmunoCAP)
OpyBaHuwk IgG (W8, ImmunoCAP)

Onbxa cepas, IgE (T2, ImmunoCAP)

Onbxa cepas, 1gG (T2, ImmunoCAP)

Opex Kewbto IgE (F202, ImmunoCAP)
Opex Kewbto 1gG (F202, ImmunoCAP)
Mepeu IgE (F218, ImmunoCAP)

Mepeu IgG (F218, ImmunoCAP)

Mepo rycuHoe IgE (E70, ImmunoCAP)

Mepo rycuHoe IgG (E70, ImmunoCAP)
Mepo kypuubl IgE (E85, ImmunoCAP)

Mepo kypuupl 1gG (E85, ImmunoCAP)

Mepo yTtkn IgE (E86, ImmunoCAP)

Mepo ytkn IgG (E86, ImmunoCAP)

Mepcuk IgE (F95, ImmunoCAP)

Mepcuk IgG (F95, ImmunoCAP)

MepxoTb (anutenuit) kowwkm IgE (E1, ImmunoCAP)
MepxoTb (anutenwuin) kowkm IgG (E1, ImmunoCAP)
MepxoTb cobaku IgE (E5, ImmunoCAP)
MepxoTb cobaku IgG (E5, ImmunoCAP)
Muwesas anneprus (pacwupeHHas) IgE (ImmunoCAP)
Muwesas anneprus, komnnekc Ne1 (apaxuc, cost, AUYHbIN
MopopoxHuk naHuetToBuaHbiv IgE (W9, ImmunoCAP)
MoaconHeyHuk IgE (W204, ImmunoCAP).

INFNFNFNENFN NN NN TN NN TN TN TN TN BTN NN NN TN TN TN PN NN TN TN TN TN TN TN TN TN NN TN TN N TN TN TN TN TN TN TN N TN TN TN NN NN NN TN TN NN

1200
1200
1200
1200
1200
1200
1200
1200
1200
1200
1200
1200
1200
1200
1200
1200
1200
1200
1090
1200
1200
1200
1200
1200
1200
1200
1200
1200
1200
1200
1100
1100
1200
1100
1200
1200
1,200
1,400
1090
1090
1200
1200
1200
1200
1,400
1,400
1200
1200
1200
1200
1,400
1,400
1200
1300
1200
1200
1200
1300
1200
1200
1200
1200
1090
1200
1090
1200
16,741
6,950
1200
1200



41.479.

41.480.

41.55.
41.56.
41.91.
41.92.

41.477.
41.478.
41.127.
41.128.
41.239.
41.240.
41.253.
41.254.
41.377.
40.291.
41.143.
41.144.
41.355.
41.356.
41.423.
41.424.
41.145.
41.146.
41.203.
41.204.
41.119.
41.120.
41.459.
41.460.

40.66.

40.283.

40.67.

40.284.
41.900.
41.901.

41.75.
41.76.

41.405.

41.406.
41.387.
41.388.
41.265.
41.266.
41.453.
41.454.
41.155.
41.156.
41.165.
41.166.
41.257.
41.258.
41.157.
41.158.
41.121.
41.122.
41.281.
41.282.
41.141.
41.142.
41.285.
41.286.
41.229.
41.230.
41.251.
41.252.
41.255.
41.256.

MonbiHb IgE (W6, ImmunoCAP)

MonbiHb IgG (W6, ImmunoCAP)

[MomeT BonHucToro nonyranyumka IgE (E77, ImmunoCAP)
[MomeT BonHuctoro nonyranyuka IgG (E77, ImmunoCAP)
Puc IgE (F9, ImmunoCAP)

Pwuc 1gG (F9, ImmunoCAP)

Pomauwka IgE (W206, ImmunoCAP)

Pomatuka IgG (W206, ImmunoCAP)

CapauHa ganbHeBocToyHas IgE (F61, ImmunoCAP)
CapavHa ganbHeBocTo4Has IgG (F61, ImmunoCAP)
CaxapHas cekna IgE (F227, ImmunoCAP)

CaxapHas csekna IgG (F227, ImmunoCAP)

Ceekna IgE (F319, ImmunoCAP)

Cgekna IgG (F319, ImmunoCAP)

CuHuHa IgE (F26, ImmunoCAP)

CsuHuHa IgG (F26, ImmunoCAP)

Cenbap IgE (F205, ImmunoCAP)

Cenbpp 1gG (F205, ImmunoCAP)

Cewms nbHa IgE (F333, ImmunoCAP)

Cewms nbHa 1gG (F333, ImmunoCAP)

Cewmsi nogconHeyHuka IgE (K84, ImmunoCARP)

Cems nopconHeyHuka IgG (K84, ImmunoCAP)
Ckymb6pusi IgE (F206, ImmunoCAP)

Ckymbpus IgG (F206, ImmunoCAP)

Cnuea IgE (F255, InmunoCAP)

CnuBa IgG (F255, ImmunoCAP)

Conog IgE (F90, ImmunoCAP)

Conog IgG (F90, ImmunoCAP)

CocHa BevimyTtoBa IgE (T16, ImmunoCARP)

CocHa BenmyToBa IgG (T16, ImmunoCAP)
CTadnnoKoKKoBbIA 3HTEPOTOKCHH A IgE (M8O,
CTtadunokokKoBbI 3HTepoTokeuH A 1gG (M80,
CTadnnoKOKKOBbIA 3HTEPOTOKCKH B IgE (M81,
CTtadunnokoKKoBbI 3HTepoTokeuH B 1IgG (M81,
CTadmnoKoKkoBbI 3HTepoTokcuH TSST IgE (M226,
CTadunnoKokKoBbI 3HTepoTokcnH TSST I1gG (M226,
CbiBOpoTKa kopoBbero mosnoka IgE (F236, ImmunoCAP).
CbiBOpoTKa KopoBbero monoka IgG (F236, ImmunoCAP)

TapakaH pbixuii IgE (16, ImmunoCAP)

TapakaH pbixuii IgG (16, ImmunoCAP)
Tumodeeska nyrosas IgE (G6, ImmunoCAP)
TumodpeeBka nyroeas IgG (G6, ImmunoCAP)
Tomar IgE (F25, ImmunoCAP)

Tomar IgG (F25, ImmunoCAP)

Tononb IgE (T14, ImmunoCAP)

Tonornb IgG (T14, ImmunoCAP)

Tpecka IgE (F3, ImmunoCAP)

Tpecka IgG (F3, ImmunoCAP)

TyHeu IgE (F40, ImmunoCAP)

TyHeu IgG (F40, ImmunoCAP)

ToeikBa IgE (F225, ImmunoCAP)

ToeikBa IgG (F225, ImmunoCAP)

Yctpuua IgE (F290, ImmunoCAP)
Yctpuua I1gG (F290, ImmunoCAP)

daconb IgE (F15, ImmunoCAP)

®aconb IgG (F15, ImmunoCAP)
ductawkm IgE (F203, ImmunoCAP)
ducrawkm IgG (F203, ImmunoCAP)
dopenb IgE (F204, ImmunoCAP)

®openb IgG (F204, ImmunoCAP)

dyHayk IgE (F17, ImmunoCAP)

®PyHayk IgG (F17, ImmunoCAP)

Xypma IgE (F301, ImmunoCAP).

Xypma 1gG (F301, ImmunoCAP)

LiBeTHas kanycta IgE (F291, ImmunoCAP)
LiBeTHas kanycta IgG (F291, ImmunoCAP)
YecHok IgE (F47, ImmunoCAP)

YecHok IgG (F47, ImmunoCAP)
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1090

1200
1200
1200
1200
1200
1200
1200
1050
1050
1200
1200
1240
1200
1200
1100
1,400
1,400
1200
1200
1200
1200
1200
1200
1,400
1,400
1200
1200
1200
1200
1200
1300
1200
1300
1200
1200
1200
1200

1200

1200
1090
1200
1200
1200
1200
1200
1100
1100
1200
1200
1200
1200
1200
1200
1200
1200
1,400
1,400
1200
1200
1200
1200
1200
1200
1200
1200
1200
1200



40.369.
40.340.
41.62.
41.64.
41.47.
40.295.
41.65.
41.66.
41.231.
41.232.
41.399.
41.400.
41.395.
41.396.
41.83.
41.84.
41.457.
41.458.

40.289.
40.215.
40.212.
40.270.

40.214.
40.271.
40.213.
40.211.

40.365.

40.366.
40.364.
40.367.

40.311.
40.306.
40.316.
40.321.
40.345.
40.310.
40.349.
40.357.
40.358.
40.359.
40.360.
40.304.
40.305.
40.346.
40.347.
40.302.
40.315.
40.303.
40.307.
40.301.
40.300.
40.348.

40.308.
40.309.
40.318.
40.319.
40.361.
40.363.
40.362.

41.616.

41.616.1.

41.604.

Ok3ema (6a3osast) IgE (ImmunoCAP)

Ok3ema (pacwmpeHHas) IgE (ImmunoCAP)

Snutenun kponuka IgE (E82, ImmunoCAP)

Onutenun kponwuka 1gG (E82, ImmunoCAP)

3nuTenun mopckon cBuHkn IgE (E6, ImmunoCAP)
Onutenun mopckori cBuHkn 1IgG (E6, ImmunoCAP)
Snutenun xomska IgE (E84, ImmunoCAP)

Onutenun xomsika 1gG (E84, ImmunoCAP)

A6noko IgE (F49, ImmunoCAP)

Abnoko 1gG (F49, ImmunoCAP)

An ocbl 06bIkHOBEHHOW IgE (13, ImmunoCAP)

An ocbl 0bbikHOBeHHOM IgG (13, ImmunoCAP)

An nyensl gomawHen IgE (11, ImmunoCAP)

An nyenbl gomalwHen IgG (11, ImmunoCAP).

Anuo IgE (F245, ImmunoCAP)

Ao 1gG (F245, ImmunoCAP)

AceHb Bbicokun IgE (T25, ImmunoCAP)

AceHb Bbicokun IgG (T25, ImmunoCAP)

12.01.03.3 STAIT OnpeaenexHune anneprokOMNOHEHTOB
12.01.03.3.1.IMporHo3 acbdekTnBHocT ACUT

Anneprvs Ha am6po3uio 1 NosbiHb, komnneke ans ACUT
Anneprus Ha ambpoauto, komnnekc gnsa ACUT
Anneprus Ha 6epéay, komnnekc anss ACUT (ImmunoCAP)
Anneprus Ha KoLKy (anneprokoMnoHeHTbl) (ImmunoCAP)

Anneprusa Ha nonbiHb, kommnnekc Ans ACUT (ImmunoCAP)
Anneprusa Ha cobaky (anneprokoMmnoHeHTbl) (ImmunoCAP)
Anneprus Ha TumodeeBky, komrnnekc ans ACUT
Anneprusa Ha anuo (anneprokomnoHeHTbl) (ImmunoCAP)
12.01.03.3.2.MoHuTOpUHT acbdekTnBHOCTM ACUT
Tumodeeska nyrosasi rPhl p1, rPhl p5b IgG (G213,
ImmunoCAP)

Am6Bpo3ns nAmb a1 IgG (W230, ImmunoCAP)

Bepésa rBet v 1 PR-10 1gG (T215, ImmunoCAP)

MonbiHb nArt v1 1gG (W231, ImmunoCAP)

Alternaria alternata rAlt a1 IgE (M229, ImmunoCAP)
TumodpeeBka nyrosas rPhl p1, rPhl p5b IgE (G213,
AnbbyMuH cbiBopoTkM kowwku nFel d2 IgE (E220,
AnbOymMuH cbiBopoTkM cobaku nCan 3 IgE (E221,
Anbda-nakransbymuH IgE (F76, ImmunoCAP)
Amb6po3ns nAmb a1 IgE (W230, ImmunoCAP)
Apaxuc rAra h1 IgE (F422, ImmunoCAP)

Apaxuc rAra h2 IgE (F423, ImmunoCAP)

Apaxuc rAra h3 IgE (F424, ImmunoCAP)

Apaxuc rAra h8 PR-10 IgE (F352, ImmunoCAP)
Apaxuc rAra h9 LTP IgE (F427, ImmunoCAP)
Bepésa rBet v 1 PR-10 IgE (T215, InmunoCAP)
Bepésa rBet v2, rBet v4 IgE (T221, ImmunoCAP)
Beta-nakrornobynuH IgE (F77, ImmunoCAP)

Kapn (MapansbymuH) rCyp c1 IgE (F355, ImmunoCAP)
KonanbbymuH siua nGal d3 IgE (F323, ImmunoCAP)
Kowka rFel d1 IgE (E94, ImmunoCAP)

JInzoumm saiua nGal d 4 IgE (K208, ImmunoCAP)
MWHOPHbIE KOMMOHEHTbI MbIMbLibl M NPOAYKTOB
OBanbbymuH snua nGal d2 IgE (F232, ImmunoCAP)
OBomykong snua nGal d1 IgE (F233, ImmunoCAP)
Owmera-5 MuagwH nwexunubl rTri a19 IgE (F416,
ImmunoCAP)

MonbiHb nArt v1 IgE (W231, InmunoCAP)

MonbiHb nArt v3 LTP IgE (W233, ImmunoCAP)
Cobaka rCan f1 IgE (E101, ImmunoCAP)

Cobaka rCan f2 IgE (E102, ImmunoCAP)

Cos rGly m4 PR-10 IgE (F353, ImmunoCAP)
CbIBOPOTOYHbIN ansbymuH nBos d6 IgE (E204,
TponomwnosunH kpeseTok rPen a1 IgE (F351, ImmunoCAP)
12.02. TEXHONOINA ALLERGY EXPLORER 2
Anneprouvn ALEX2 (300 anneprokoMnoHeHTOB)
Anneprounn ALEX2 (300 anneprokoMnoHEHTOB)
12.03. TEXHONOINA ALLERGY-Q

Anneprusa (107 nUWEBLIX U PECNMPATOPHbLIX annepreHos),
IgE (Allergy-Q-nmmyHo6moT)
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9,180

15,300
1200
1200
1200
1100
1200
1200
1200
1200
1200
1200
1200
1400
1090
1200
1200
1,200

10,510
5,380
5,300
5,090

7,740
7,870
5,050
10,960

2,610

2,610
2,770
2,520

2,520
2,440
2,440
2,610
2,440
2,770
2,440
2,440
2,440
2,440
2,440
2,650
2,650
2,520
2,440
2,440
2,650
2,440
2,610
2,440
2,440
2,610

2,520
2,610
2,650
2,610
2,650
2,440
2,440

23,900
23,900

10,500



41.601.

41.602.
41.603.

41.525.

41.531.
41.520.
41.529.

41.518.

41.522.
41.530.
41.528.

41.519.

41.532.
41.526.
41.521.
41.517.
41.533.

41.523.

41.524.

41.527.

41.514.
41.511.
41.513.

41.512.

41.491.

41.498.
41.421.
41.492.
41.493.
41.419.
41.490.

41.500.
41.501.
41.504.
41.507.
41.506.
40.339.
50.44.2217.
41.508.
41.503.
41.510.

1.91.1
1.215.
1.98.1

Anneprus (44 nULLEBbIX 1 PECNMPATOPHbLIX anneprexHa),
IgE (Allergy-Q-nmmyHo6moT)

AcTma 1 puHUT (64 pecnmpaTtopHbIx annepreHa), IgE
Muwesas anneprua (72 anneprexa), IgE (Allergy-Q-
UMMYHOGNOT)

12.04. TEXHONOI'NA DR. FOOKE

AnbTepHapus anbTepHaTa, IgE (Alternaria tenuis
(alternata), M6, Dr. Fooke)

AmMbBpo3nsa nonbiHHONUcTHas, IgE (Ambrosia artemisiifolia,
Bepesa 6enas, IgE (Betula pendula, T3, Dr. Fooke)
InioteH, IgE (Gluten, F79, Dr. Fooke)

Kneww gomaiuHen neinun, IgE (Dermatophagoides farinae,
D2, Dr. Fooke)

Kneww gomaiuHen neinum, IgE (Dermatophagoides

Kowka: rFel d1, IgE (Cat, Dr. Fooke)

Monoko kopoBbe, IgE (Milk, F2, Dr. Fooke)

Myka nwenwnyHas, IgE (Wheat, F4, Dr. Fooke)

MonblHb 06bIKHOBEHHas, IgE (Artemisia vulgaris, W6, Dr.
Cwmecb annepreHoB nnecenu (Penicillium chrysogenum,
Cwmecb 6bIToBbIX annepreHoB Ne1 (knewwm D.

Cwmecb 6bIToBbIX annepreHoB Ne2 (nomaluHssi nbinb Greer
TumodpeeBka nyrosas, IgE (Timothy, G6, Dr. Fooke)

Onutenun kowwkw, IgE (Cat dander, E1, Dr. Fooke)

Onutenun cobakw, IgE (Dog epithelium, E5, Dr. Fooke)

AnyHbin 6enok, IgE (Egg White, F1, Dr. Fooke)
12.05.TEXHONOI'NA RIDA ATJTEPTOCKPUH

Anneprus (13 pecnupaTopHbIX 1 7 NULLEBbLIX anfepreHoB)
Anneprvsa y geten (7 pecnupaTtopHbix 1 13 nuieBbix
AcTtma 1 puHUT (20 pecnupaTopHbIX annepreHoB) (naHenb
RIDA-mmmyHo6n0T Ne2)

Muwesas anneprusa (20 annepreHos) (naHenb RIDA-
uMMyHobroT Ne3)

12.06.ATNTIEPTNA HA NEKAPCTBEHHBIE CPEACTBA

12.03.01.TexHonorus ImmunoCAP
>KenatuH koposui IgE (C74, ImmunoCAP)

MHcynuH yenoseveckun IgE (C73, ImmunoCAP)
Jlatekc IgE (K82, ImmunoCAP)

MeHnumnnuH G IgE (C1, ImmunoCAP)

Mexnvumnnun V IgE (C2, ImmunoCAP)
dopmanbaerng/dpopmanuH IgE (K80, ImmunoCAP)
XnoprekeuauH IgE (C8, ImmunoCAP)
12.03.02.TexHonorus Dr. Fooke

AnkypoHuym IgE (C53, Dr. Fooke)

ApTukanH n YnbtpakauH IgE (C68, Dr. Fooke)
BeHnsokanH IgE (C86, Dr. Fooke)

BynuBakavH, AHekanH n MapkauH IgE (C89, Dr. Fooke)
MenusakawvH n MonokauH IgE (C88, Dr. Fooke)
MecTHble aHecTeTukM U mnopenakcaHTbl IgE (Dr. Fooke)
HanpokceH (c110)

MpunokavH n LUntanect IgE (C100, Dr. Fooke)
MpokaunH n HosokauH IgE (C83, Dr. Fooke)

TeTtpakauH n OukanH IgE (C210, Dr. Fooke)

13.TOKCUKONOIr’MYECKME NCCITIEOOBAHUA
13.01.KomnnekcHble nccnegoBaHvs

BpenHble npuBbIYkM (ankorosb, HUKOTUH, Gonee 800
HapkoTuyeckne n NCMxoakTUBHbLIE BELLECTBa
HapkoTuyeckne 1 NncMxoakTUBHbIE BellecTBa (onuaThl,
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1000
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4,020
3,300
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1.92.1

1.96.1.

1.97.1
1.93.
1.94.1
1.95.1
1.99.1
50.2.2144.

1.201.
1.200.

1.92.43.

1.92.41.

1.92.42.
50.1.2228.

1.92.46.
1.92.47.
50.38.2181.
50.38.2182.
50.34.2181
50.37.2181
1.92.44.
1.92.45.
50.35.2181

50.36.2181.

GNO001

GNO003
GNO002

GNP028
GNP053
GNP021
GNP128
GNP131
GNPO073
GNP184
GNP117

GNP112

GNP118

GNP115

GNP126
GNP122

13.02.HapkoTuyeckme n ncuxoakTMBHbIE BeELLECTBa

AmdeTamuH 1 ero npom3sBogHble (KOs.)

BapbuTypathbl (kon.)

BeH3oanasenuHbl (Kor.)

KanHabuHownap! (kon.)

KokauH 1 ero metabonutbl (kor.)

Onuarbl (korn.)

CuHTeTMYeckme kaHHabuHouab! («Cnarcy) (kay.)
Yrnesoa-aedunumnTHBIN TpaHcdeppuH (CDT)
13.03.0O1paBnsioLme BeLlecTsa
Kap6okcuremornobuH (kon.)
MeTremorno6uH (kon.)
14.IEKAPCTBEHHbIV MOHATOPWUHI
14.01.M\MmyHOCynpeccuBHble nNpenaparhbl
Cuponumyc (kon)

Takponumyc (kos)

LinknocnopwH (kon)

3Beponumyc (kon)

14.02.INcuxoTponHble npenapatbl
14.2.1.TpaHKBNAM3aTOpPbI

14.2.2. AHTVOenpeccaHTbl
14.2.3.Heriponentuku
14.03.bpoHxonuTuyeckune npenaparbl
14.05.AHTnapuTMmyeckne npenaparhbl
[wurokcuH (kon)

14.07.INpoTuBoonyxonesble npenaparhbl
JInzoppeH (MutoTaH) (kon)
14.08.AHTMGaKTepranbHble NpenapaTtbl
14.09.MpoTnBO3NMNENTMYECKNE Npenapathbl
BanbnpoeBas kucnota (ko)

BanbnpoeBas kucnota (nocne npuema npenapara) (kor)
OundeHrH (dheHnTounH) (kon)
JlamoTpuaxuHbl (namukTan) (kon)

JleBeTupauetam (kon)
Tonupamart (kon)
PeHobapbuTtan (kon)

®uHnencuH (kapbamasenuH, Terpeton) (ko)
15."EHETUYMECKWNE NCCNEOOBAHUA
15.01.YCINYIU

Bblgenexve OHK n3 kposu

Bbinenenvne OHK u3 TkaHewn

3aknyeHne Bpaya-reHeTka no ogqHomy Buay
15.02.KOMMNEKCHI TEHETUYECKWX MCCINEOOBAHWN
15.02.01.TepaneBTnyeCkue UccrnegoBaHns

BonesHb KpoHa

BpoHxuanbHas actma (6a308Bblif)

["eHeTrKa KoMNnekc NPOTPOMOUH

eHeTunyeckas guarHocTuka 6onesHn ®abpu (reH GLA)
"eHeTnyeckas natonorusa neyenn (HFE, ATP7B, PiZ/S
"eHeTnYeckas NpeapacnoNOXXEHHOCTb K ULLIEMUYECKOMY
"eHeTnyeckas npeapacnonoXXeHHOCTb K Pa3BUTUIO
leHogmarHocTuka mo3xeukoBbix atakcun (CLIA1,2,3,6,7;
6.®pugperixa)

eHoguarHocTmka 6onesHu MeHTuHIToHa (HTT)

eHoguarHocTvka 6onesHn KeHHeau (AR)
"eHoguarHocTrka 6onesHn ®puapeiixa (FXN)

"eHoguarHocTmka 6onesnu LWapko-Mapu-Tyta 1A
"eHogmarHoCTMKa MMOTOHMYECKOM AncTpodum 1 Tuna
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2,100
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2,100
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2,100
2,100
4,530
3,550

800
800

3,400
3,000
3,000
3,450

3,450
3,760
2,410
2,410
3,300
3,500
4,040
3,450
3,450

3,100

380

650
1500

4,560
2,280
2,180
9,000
8,200
3,930
15,900
5,790

5,800
5,800
5,800

6,080
5,720



GNP123
GNP119
GNP114
GNP140
GNP127

GNP 141
GNP116

GNP125
GNP113
GNP134
GNP129
GNP135
GNP142
GNP130
GNP043
GNP136
GNP137

GNP138
GNP139

GNP133
GNP023
GNP124
GNP215
GNP022
GNP223
GNP066

GNP224
GNP093

GNPO055
GNP052

GNP032

GNPO070

GNP221

GNP222

GNP132

GNP026

GNP237

GNP236

GNP081
GNP080

GNP083

GNP121

GNPO008
GNP216

"eHoAmMarHOCTUKa MMOTOHWUYECKOW AUCTpOodumM 2 Tuna
eHogmarHocTMKa MblweyHon ancTpodum [oweHHa n
eHogmarHocTuka nepsuyHon anctoHumn 1 Tuna (DYT1)
"eHoguarHocTuka c-ma MapTtuHa-benna (cuHgpoma
[eHoguarHocTMka cuHapoma aHrmonaTum
LIAOACUIT/CADASIL

"eHogmarHocTuka cuHgpoma Petta (MECP2)
eHopguarHocTuka cuHgpoma Tpemopal/atakcum (FMR1)

"eHoguarHocTuKa cnacTuyeckon napanneruu LWtpiomnens
"eHoguarHocTka HacneACcTBEHHbIX hopM GornesHu
"eHoTunupoBaHue 11 mytaumn rena CYP21A2 npwu
eHoTunupoBaHwe 13 myTaumn reHa ATP7B npu 6onesHu
BunbcoHa-KoHoBanosa

eHoTunNpoBaHwe 4 mytauuii reHa CYP21A2 npu
[eHoTMnnpoBaHwue PiS u PiZ annenen anbga-1
aHTUTpUNCUHA

eHoTunnpoBaHne PNPLA3 npu HeankoronbHOM
cTeartorenaTuTe
'nepToHusA

"opMOHanbHasi 4yBCTBUTENbHOCTL aHAPOreHOBOrO
OwnarHoctuka MODY2 anabeTta (cekBeHMpoBaHUE)

OwnarHoctuka MODY3 anabeTa (cekBeHMpoBaHwue)
[narHocTuka ceMeiHOro MeaynnspHoro paka
LUMTOBMAHOM Xene3bl U cuHapomos MOH 1 n 2
[unarHoctrka CuHgpoma KnavHdenbtepa

MHrmbuTop aktuBaTopa nna3MuHoreHa

MceneposaHme SOD1 npy 60k0BOM aMUOTPOUHECKOM
CKkrnepose

K3W_CKPUHUHI HA HOCUTENbLCTBO 25 MOHOTEHHbIX
JlempgeHoBckas MmyTauums.

MonekynspHo-reHeTU4ecKoe uccrnefoBaHne CUCTEMHBIX
ayToBocnanuTernbHbix 3abonesanui (SAIDs) meTogom
MykoBucunaos, onpeaenenvie 8 mytaumn B reHe CFTR

MbiweyHas anctpodus Amepu-fpeiidyca, ayToCOMHO
HacnepncTteeHHasi npeapacnonoXeHHOCTb K pa3BUTUD
caxapHoro anabeTa 2 Tuna

HacnencTtBeHHbIN remoxpomMaTos

HewipoceHcopHas HecMHapoMarnbHas TyroyxocTb,
onpegenexue mytauum B reHe GJB2 (kOHHEKCUH 26
GJB2: 35DelG)

Hel'lepeHOCVIMOCTb NakKTo3bl

O6yCnoBNeHHOCTb CUIbl BOCNAnNuUTeNbHOW peakuum IL6: -
OnpeaeneHne KIMHUYECKM 3HAYMMbIX MyTaUUi B reHe
mykoBucumposa (CFTR) metogom NGS

OnpepeneHvie MyTaumnii, CBS3aHHbIX C CaxapHbIM
Onpegenexve npeaakcnaHcum nNpu NepBUYHON
ANYHUKOBOM HegocTaTovHocTH ( B reHe FMR1)
Octeonopo3s

[MoaTBepxaeHne ogHoOM MyTaumum CeKBEHMPOBAHMEM MO
CaHrepy

[MonHoe cekBeHupoBaHue ak3oma (nnatdgopma lllumina) ¢
aHann3oM AaHHbIX Ha OCHOBE KITMHWUYECKOW MHGopmMaumm
MpenpacnonoxeHHocTb k anabety Il Tuna
MpeapacnonoXeHHOCTb K OXupeHuto u avabety |l Tuna

MpeapacnonoXeHHOCTb K pa3BUTUIO ULLIEMUYECKON
6onesHu cepaua "MBC-ckpuH"

CemenHasn cpeamseMHomMopckas nuxopagka reH MEFV
CwuHgpom XKunbbepa

CKPUHUHT Ha HOCUTENbCTBO 11 YacCTbIX MOHOrEHHbIX
ayTOCOMHO-PeLeCcCHBHbIX 3aboneBaHuii (93 myTauum)
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5,720
8,300
4,000
6,900
11,990

12,000
4,200

8,100
7,900
9,000
9,900
7,500
2,800
3,850
6,000
4,690

9,990

9,990
8,580

5,880
1390
7,800
15,860
1440
34,020
4,340

15,750
8,850

2700
2500

1980
3,770
29,900
30,450
4,850
9,750
14,990

69,800

5,990
2,860

5,000
9,990

3,790.0
14,180



GNP258
GNP030
GNP046

GNP045

GNP044
GNP025

GNP227
GNP228
GNP193
GNP193.1
GNP201
GNP185
GNP050

GNP061

GNPO72
GNP049
GNP034
GNP085
GNP084

GNP096
GNP172

15.80.

50.2.2280.2.

50.2.2280.1.

GNP153

GNP145

15.75.

GNP150

GNP151

GNP178

GNPOQ77

GNP265

GNP091

GNP092

15.80.1.

GNP263

GNP266

CKPUHMHT Ha HOCUTENbCTBO 4 YacCTbIX MOHOTEHHbIX
CnuvHanbHas ammoTpodus
Tpombodunus - 6a3oBbIn

Tpomboumnus - CKPUHUHT

Tpombodunus paclumpeHHas

PeHunkeToHypus, onpeaeneHne 7 mytauui B reHe PAH
15.02.02.JTekapCTBEHHbIN MOHUTOPWUHT
AHTVAENpPeccaHTbl U HEMpOnenTykX (6a30BbIN)
AHTUAENpeccaHTbl U HEMPONENnTUKX (PacLUMPEHHbIN)
ButamuHbl cTpecca (rpynna B, omega, marHuin)
ButamuHbl ctpecca (rpynna B, omega, marHuin),
eHeTnyeckn obycnosneHHas NOTPeBHOCTb B BUTAMUHAX
eHeTu4eckn obycnoBneHHas YyBCTBUTENbHOCTb K
MeTabonuam BapcapuHa - 6a3oBbI

MeTabonuam knonvgorpena

Pe3ncTeHTHOCTb K aHTMarperaHTHON Tepanun (acnupuH,
nnasukc) ITGB3: 1565T>C

Tpombodunus - opanbHble KOHTpaLEeNTUBbI
YyBCTBUTENBbHOCTL K NTEYEHUIO XPOHUYECKOrO renatuta
15.02.03.0HkoreHeTHKa

BbisBneHune n konnyecteeHHoe onpeaeneHne MPHK
[wnarHoctuka Ph-HeraTuBHbIX XpPOHUYECKMX
MuenonponudepaTnBHbIX 3abonesanmn. Mytaums AHyc-
[narHoctuka Ph-HeraTuBHbIX XPOHUYECKMX
MonekynspHo-reHeTU4eckoe nccnegosaHne mapkepos Ph-
HeraTuBHbIX MyenonpondepaTUBHbIX 3abonesaHui.
MonekynspHo-reHeTU4eckoe nccnegosaHue mytaumi 15
3k30Ha reHa BRAF (6uoncuiHbi/onepaumyoHHbI
matepuan)

MonekynspHo-reHeTU4ecKoe uccrnefoBaHvie MyTaumnii B
reHax BRCA 2 (6uoncuiHbli/onepaunoHHbIi matepuarn)

MonekynsipHo-reHeTu4eckoe nccnegosaHme MyTauuii B
reHax BRCA1 (buoncuiHbii/onepaumoHHbI MaTepuarn)

MonekynspHo-reHeTU4eckoe uccnefoBaHvie MyTaumii B
reHax BRCA1 n BRCA2 (6uoncuiiHbli/onepauyoHHbIi
OnpegenexHve MeTUnuMpoBaHusi npomoTopa reHa MGMT
(61oncuiiHbIi/onepaLmoHHbI MaTepuarn)

OnpegeneHne MukpocaTennuMTHon HectabunbHocTh (MSI)
meTogom MNLP (6uoncuitHbii/onepaLoHHbI MaTepuarn)
Onpegenexune mytaummn D816V B reHe KIT metogom MNLP
(61oncuiiHbIi/onepaLroHHbI MaTepuann)

Onpegenenune mytaummn T790M reHa EGFR
(61oncuiiHbIi/onepaLmoHHbI MaTepuarn)

Onpegenenne mytaummn T790M reHa EGFR (kpoBb)

Onpegenenne mytaumn V600 B reHe BRAF
(kavecTBEeHHOe onpeaeneHve myTtaummn V600OE B reHe
Onpegenexune mytaumn B 12, 14 ak3oHax reHa PDGFRA
metogom lNMUP n cekBeHnpoBaHus

Onpegenexne mytaumn B 15 ak3oHe reHa BRAF n 11, 13,
Onpegenexve mytauun B 15 ak3oHe reHa BRAF n 2, 3
ak30HoB reHa NRAS, 11, 13, 17 ak3o0HoB reHa ¢ KIT
metogom lMUP n cekBeHnpoBaHus

Onpegenexve mytaumn B 15 ak3oHe reHa BRAF meTtogom
MLP n cekBeHupoBaHus (61MoNCcuiHbIA/OnepaLMOHHbI
marepuarn)

Onpegenexuve mytauun B 18, 19, 20, 21 aK30Hax reHa
EGFR meTtogom lNLP v cekBeHnpoBaHus
(61oncuiiHbIi/onepaLmoHHbI MaTepuann)

Onpepgenexune mytaumn B 5, 6, 7, 8 ak3oHax reHa TP53
metogom lMUP n cekBeHnpoBaHus
(61oncuoHHbIN/oNepaumnoHHbIA MaTepuar)

14
14

14
14
14
14
14

14

10

10

10

21

13

10

6,530
5,000
4,960

3,090

8,290
8,040
12,500
15,650
15,650
15,650
15,900
1,970
3,500

1,900

1650
2680
1300
3,750

2,500

3,000
10,000

7,000

3,050

3,050

4,500

12,000

13,200

7,340

7,340

12,000

7,000

8,930

14,700

18,000

7,340

9,200

12,600



GNP246

GNP105

GNP152

GNP095

GNP094

GNPO75

GNP048

GNPO057

GNPO079

GNP197
GNP198

GNP102
GNP099
GNP104
GNPO78
GNP101

GNP143
GNPO074

GNP103

GNPO076

GNP100

GNP089

GNP090

GNP264

GNP088

GNP144

GNP180

GNP175

GNP187

GNP186

GNP176

GNP177

GNP233

Onpegenexve mytauun B 5, 6, 7, 8 ak3oHax reHa TP53
cekBeHunpoBaHnem o CaHrepy (KpoBb).

Onpegenexve mytauun B 8, 11, 17 ak3oHax reHa c-KIT
meTtogom MNLIP n cekBeHnpoBaHusi (KpoBb)

Onpegenenue mytaumn B 9, 11, 13, 14, 17, 18 ak3oHax
reHa ¢ KIT n 12, 14 akaoHax reHa PDGFRA metoaom
MLP n cekBeHnpoBaHus (61MONCUIHbIA/ONEpPaLIMOHHBI)
Onpegenexuve mytauun B 9, 20 ak3oHax reHa PIK3CA
metogom lMLP n cekBeHnpoBaHus

Onpegenexve mytauun B 9,11,13,14,17,18 aK3oHax reHa
c-KIT metogom MUP n cekBeHnpoBaHus

Onpegenexve mytauun B reHax BRAF, KRAS, NRAS
(6uoncuinHbIi/onepaLMoHHbI MaTepurarn)

Onpegenexune mytaumn B reHax BRCA1 n BRCA2 (kpoBb)

Onpegenexuve mytauun B reHax BRCA1, BRCA2 n
CHEK2 (kpoBb)

Onpegenenne mytaumn B reHax KRAS, NRAS
(6roncuiiHbIi/onepaLmoHHbI MaTepuarn)
Onpegenexune mytaumin B reHax penapauvmn JHK (HRR)
Onpegenexve mytauuin B reHax penapauumn OHK (HRR)
metogom NGS: Solo ABC (napadunHoBbIi 610K)
Onpegenexve mytauuin B reHe ASXL1 (kpoBb)

Onpegenexuve mytauun B reHe CEBPA (kpoBb)
Onpegenexuve mytauun B reHe CXCR4 (KOCTHbIM MO3r)

Onpegenexve mytauun B reHe EGFR (kavecTBeHHOE
Onpegenexve mytaumi B reHe EZH2 (kpoBb)
Onpegenexve mytauuin B reHe IDH1 metogom MNLUP n
Onpegenexune mytaunin B reHe KRAS
(6voncuiiHbli/onepaLMoHHbI MaTepuann)

Onpegenexve mytauun B reHe MYD88 (L265P) (koCcTHbIN
Onpegenexune mytaumi B reHe NRAS
(6roncuiiHbIi/onepaLMoHHbIN MaTepuarn)

Onpegenexune mytaumn B reHe WT1 (kpoBb)

Onpepgenexne mytaumi Bo 2, 3 ak3oHax reHa KRAS un 2,

3, 4 ak3oHax reHa NRAS metogom MUP n

Onpegenexne mytaumi Bo 2, 3 ak3oHax reHa KRAS, 2, 3,
4 ak3oHax reHa NRAS un 15 ak3oHe reHa BRAF metogom
Onpegenexune mytaumi Bo 2, 3, 4 ak3oHax reHa KRAS
Onpegenexve myTauun Bo 2, 3, 4 ak3oHax reHa NRAS
meTogom lMLP n cekBeHnpoBaHus
(61oNCUOHHbI/ONEpPaLMOHHbIA MaTepuar)

Onpegenexve mytaumi reHa IDH2 metogom IMUP 1
CEeKBEHNPOBaHUs (G1ONCUIHbBIN/ONepPaLMOHHbIA MaTepuarn)

Onpegenexve mytauun reHoB BRCA1 n BRCA2 metogom
NGS (cekBeHnpoBaHVe Bcex KogupyoLmx obnacren
reHoB BRCA1 n BRCA2) (kpoBb)

Onpepgenenne mytaumn reHoB BRCA1 n BRCA2 metogom
NGS (cekBeHvpoBaHue Bcex kogupyoLmx obnacren
reHoB BRCA1 n BRCA2) (napadmHoBbI 6510K)
Onpegenexune mytauun reHoB BRCA1, BRCA2, CHEK?2,
ATM meTtogom NGS: Solo ABC (kpoBb)

Onpegenexuve mytauuin reHoB BRCA1, BRCA2, CHEK?2,
ATM meTtogom NGS: Solo ABC (napaduHOBBbIN 6rok)

OnpepeneHve MyTauuin reHoB, CBA3aHHbIX C PaKoM
NErKUX U TONCTOMN KULLKW, paclUMpPEHHas! NaHernb METOA0M
NGS: Lung and Colon Cancer Panel (22 rena) (n.6mnok)
OnpeaeneHve MyTauuii reHoB, CBA3aHHbIX C CONUAHBIMM
onyxonamu, metogom NGS: Multi-Cancer Panel (56
OnpeaeneHve MyTauuii, CBS3aHHbIX C KOMOPEKTarbHbIMU
pakamu (CeMeviHbI ageHOMaTO3HbIA NONNNO3 Y CUHAPOM
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32

10

10

10

14
16

32
32
32
10
32

10
10

32

10

32

10

10

10

10

10

14

14

16

32

32

14

12,600

10,000

17,600

12,000
12,600

14,190

4,610

8,810

11,000

51,700
51,700

9,000
10,000
9,450
11,000
9,500

6,300
8,700

8,700

8,700

9,140

11,870

11,870

9,450

8,300

6,300

28,350

28,350

46,250

46,250

40,430

61,530

31,400



GNP232

GNP106

GNP098

15.77.

GNP174

20.121.

GNP173

GNP019
GNPO071

GNP194
GNP194.1

GNP082
GNP192
GNP192.1
GNP238

GNP029
GNP247

GNP248
GNPO011
GNP086

GNP196
GNP047

GNP069
GNP230.1
GNP230
GNP199
GNP200
GNP035
15.78.
20.120.
20.180.

20.181.
20.182.

20.188.

20.189.

20.190.

Onpegenexve MyTauuin, CBA3aHHbIX C Hacnen.oHKo
cvHapomamu (PeTtnHobnactoma, Jln-®paymenn, Mentua-
Erepca, KoyaeHa, CemelnHbIn pak xenyak

OnpepeneHvie MyTaLMOHHOIO CTaTyca reHoB
BapuabernbHbIX y4acTKOB UMMYHOTMOBYNIMHOB (KPOBb)

Onpegenexune TpaHcnokaumn reHa ALK (FISH)
(buoncuinHbIi/onepaLmMoHHbI MaTepuran)

Onpegenexve TpaHcnokaumi reHa ROS1
(6uoncuiiHbli/onepaLmoHHbI MaTepuan)

Onpepgenexuve akcnpeccun reHa FLT3 (kpoBb)
Onpegenexuve akcnpeccun reHa PCA3
Onpegenexue akcnpeccun reHa PRAME (kpoBb)

Pak ToncTomn K1Wwkn 1 xxenyaka

Puck pa3suTtus paka nerkux npu kypeHun GSTP1:
15.02.04.300poBbIi 06pas Ku3Hu

"eHeTnKa cTpecca, aenpeccuii, NuieBbix Npusbidek (PI1MM)
[eHeTuka cTpecca, Aenpeccuin, NULLEBbIX MPUBbLIYEK
(PIM), BykkanbHbIA anuTenui

"eHeTnYeckas NpeapacnoNOXEHHOCTb K M3BbITOYHOMY
3[0poBbe, KpacoTa 1 MOJIOAOCTb KOXMU

3a0poBbe, KpacoTa 1 MONIOAO0CTb KOXU, ByKKanbHbINA
ANUTENUN

MpaBunbHoe nuTaHwe, Beibop aveTsl no OHK n cHwkeHve
Beca

MpeapacnonoXeHHOCTb K ankoronuamy
MpenpacnonoXeHHOCTb K CTpeccy (C MHTepnpeTaumen
Bpayva-reHeTuka)

MpuyrHbl cTpecca (C MHTepnpeTauven Bpaya-reHeTrka)

CKITOHHOCTb K OXXMPEHUIO

CnopTuBHasi reHeTuka. MIHaMBmayanbHble 0COBEHHOCTM
ans Bbloopa adhhekTMBHOro M 6e3onacHoro pexmma
15.02.05.Penpoaykumsa

"eHeTnYeCcKU puck pa3BUTUS Npeaknamncum
MeTtabonuam gonatos

My>xckoe 6ecnnoamne

HeunHBa3suBHbIN NnpeHaTanbHbIv TecT (HUNMT) MNMaHopama
Crtanpapt lNMntoc 6e3 onpeaenexust nona
HeunHBa3uBHbIN NpeHaTanbHbIv TecT (HUNMT) MNMaHopama
OnpepeneHvie nona nnoAa no Kposu maTepm
OnpepgeneHuve pesyc-cakTopa nnoga no KpoBu matepu

dakTop Asoocnepmum (AZF)

15.02.06.KapuotunuposaHue

AHanu3 KkapmoTuna KneTok KOCTHOrO Mo3ra

AHanus kapuoTuna numdgounToB nepmdepnyeckon Kposu
MonekynsapHo-LMToreHeTM4eckoe uccnenoBaHve
MonekynspHo-LMToreHeTM4eckoe uccrnefoBaHve
PaclumnpeHHbIli aHanus kapnoTuna ¢ BbiSIBNIEHNEM
XPOMOCOMHbIX abeppaLiuii (BblSIBIIEHNE XPOMOCOMHOW
HecTabunbHOCTH, BO3HMKLLEN B pesynibTaTe BO3AeVCTBUSA
15.02.07.XpOMOCOMHbIV MUKPOMATPUYHbIN aHanun3

XpPOMOCOMHBIN MUKpOMaTpuyHbI aHanma (XMA) Ha JHK-
MUKpomaTpuuax Hu3kom nnotHoctu (350 000 mapkepoB)
(abopTuBHbLI MaTepuarn)

XpPOMOCOMHbIA MUKPOMATPUYHbIN aHanua (XMA)
noctHaTtanbHbI Ha JHK-MukpomaTtpuuax H13Kkom
nnotHocTtu (350 000 mapkepoB) (kpoBb)

XPOMOCOMHbIA MUKPOMATPUYHbIN aHanua (XMA)
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32

12

17

10

14
14

14
14

14

18
10
18
18
18

10

10

10

33,500

13,650

15,000

13,210

8,000
5,600
8,000

2,280
5,790

14,900
14,900

2,740
15,900
15,900
15,900

2,840
2,800

3,900
8,200
7,000

13,900
5500

14,020
31,990
31,990
5,990
6,700
4,900
8,690
8,720
19,800

17,610
13,290

17,550

17,550

17,550



20.191.

19.94.

GNP120

19.119.
19.41.
19.42.
19.40.

30.13.
30.4.
30.3.

30.16.

30.8.

30.28.

30.29.

GN0190
GNO0191
GN0020
GNO0039

GNO0038

GNO0040
GNO0041
GNO0042
GNO0049
GNO0050
GNO0091
GNO0168
GNO0167
GNO0242
GN0243
GN0245
GN0244
GN0246
GN0247
GN0248
GN0249
GNO0252
GN0250
GN0251
GN0324
GNO0325
GNO0005
GNO0006
GN0024
GN0021
GN0023

XpPOMOCOMHbIA MUKPOMATPUYHbIN aHanua (XMA)
npeHatanbHbli Ha JHK-MukpomaTtpuLax HU3KOM
nnotHocTtu (350 000 mapkepoB) (MynoBUHHASA KPOBb)
15.02.08.TunupoBaHue reHoB HLA I

BbisBneHune annenu 27 nokyca B HLA (HLA-B 27)

TunuposaHue HLA B51 npu 6one3Hu bexyeta

Tunuposanne HLA DQ2/DQ8 npu uenvakum
TunupoaHue reHos HLA II: nokyc DQA 1

TunuposaHve reHos HLA II: nokyc DQB 1

TunupoBaHue reHoB HLA II: nokyc DRB 1

15.03.TECTbI JHK HA POOACTBO
15.03.01.NHpopmaLIMOHHbIE UcCreaoBaHUs
YcTaHoBneHne matepuHcTBa: MaTb, pebeHok (2
YcTaHoBMEHME OTLOBCTBA: OTeL, MaThk (Guonoruyeckas),
YcTaHoBneHne OTLOBCTBA: oTel, pebeHok (2 y4acTHMKa),
YcTaHoBMEHWe poAcTBa C POAUTENsiMU MaTepu: pebeHok,
nenywika n 6abyuika (3 yyactHuka), MHOOPMAaLMOHHbIN
YcTaHoBMnEHWe poAcTBa C poautensimm otua: pebeHok,
nenylwika n 6abyuika (3 yyactHuka), MHOOPMaLMOHHbIN
15.03.02.Tect AHK nHdOpMaLMOHHBIA, 4ONOMHUTENbHbIV
YyYaCTHUK

YcTaHoBneHve poacTea: OMONHUTENbHbBIN YHYacTHUK 1,
MH(OPMAaLMOHHBIN

YcTaHoBneHve poacTea: OMONHUTENbHbBIN YYACTHUK 2,
MH(OPMaLMOHHIN

15.03.05.CynebHble uccnenoBaHus

15.03.06.Tect OHK cynebHbIf, AONONHUTENBHBIN
YyYaCTHUK
15.03.07.OHK-npochmnupoBaHme

15.04.MHONBNOYANIbHLIE TEHETUYECKUE
3-rmapokcu-3-MeTUNriyTapun-koaH3num A pegykrasa
3-rmgpokcu-3-MeTUnrnyTapun-koaH3um A pegykrasa
ANKK1: Glu713Lys; DRD2: TaglA

BRCA1: 4153DelA

BRCA1: 5382InsC

BRCA1: A1708E/V; Ala1708Glu/Val

BRCA1: Arg1699Trp; R1699W

BRCAZ2: 6174DelT

CDH1: C-160A (C-285A)

CDH1: C2076T; Ex13-89T>C

CYP1A1: CYP1A1*2A (Mspl Polymorphism)
HLA-komnneke, rpynna 9 HCGY: rs3823375
HLA-komnnekc, rpynna 9 HCG9: rs6904029

MutY romonor 1 (E.coli) MUTYH: Gly396Asp (Gly382Asp)
MutY romonor 1 (E.coli) MUTYH: Tyr165Cys (Y165C)
N-aueTtuntpaHcdepasa 2 NAT2: C481T
N-auetuntpaHcdepasa 2 NAT2: lle114Thr (T341C)
N-auetuntpaHcdepasa NAT2: Arg197GIn (G590A)
N-auetuntpaHcdepasa NAT2: Gly286Glu (G857A)
N-aueTtuntpaHcdepasa NAT2: Lys268Arg (A803G)
NOD-nogo6HbI peuentop 2 NOD1: T-160C (G796A)
NOD-nono6HbI peuentop 2 NOD2: 3020InsC
NOD-nopo6HbIn peuentop 2 NOD2: Arg702Trp (R702W)
NOD-nono6HbI peuentop 2 NOD2: Gly908Arg (G908R)
T-kneTo4HbIn nuraHa youkeutuHa-1 UBASH3A:
T-KNeTouHbIN nuraHg youksutuHa-1 UBASH3A: rs2839511
ApgayuvH 1 anbca ADD1: G1378T

AnayumH 2 (6eta) ADD2: C1797T

ApeHomaTo3HbIn nonunosa Toncton kuwku APC: 1061Del5
AneHomaTo3HbIN nonunos Toncton kuwku APC: 1309Del5
AfeHoMaTo3HbIN NoNumno3 ToncToun kuwku APC:
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17,550

2500

3,800

7,200
2,650
2,650
2,650

11,900
13,900
11,900
16,900

16,900

7,000

7,000

1090
1090
1350
1090

1090

1090
1090
1090
1090
1090
1090
1090
1090
1140
1140
1140
1140
1140
1140
1140
1140
1140
1140
1140
1140
1140
1140
1140
1090
1090
1090



GNO0022
GNO0008
GNO0009

GNO0007

GNO0017
GNO0076
GNO0015

GNO0014

GNO0013

GNO0026
GN0027
GNO0025
GNO0011
GNO0010
GN0012
GNO0016
GN0170
GNO0169
GNO0316
GNO0166
GN0172
GNO0189

GNO0048

GNO0003

GNO0002

GNO0001

GNO0159
GNO161
GNO0160
GN0162
GNO0148
GNO0147
GNO0146
GN0107
GNO0109
GNO0108
GNO111

GNO0110

GNO0112
GNO0113

GN0292
GN0211
GN0212
GNO0196

GN0208
GNO0045

GNO0085
GNO0081
GNO0080
GNO0079
GN0082
GNO0083
GN0334
GNO0336
GN0332
GNO0333

ALeHOMaTO3HbIN NONUNo3 ToncTon Kk APC:
ApunoHektuH ADIPOQ: G276T
ApunoHekTnH ADIPOQ: T45G

AnkoronbaerngporeHasa 1B (knacc |) ADH1B: ADH1B*2
(Arg48His; Arg47His)

AnbgerngaervaporeHasa 2 ALDH2: ALDH2*1/*2
Anbga-5-HUKOTUHOBBIN XONUHEPTUYECKUIA peLLenTop
AHrnoteHsuH Il peuentop, Tvn 1 AGTR1: A1166C.

AHrnoteHsmHoreH AGT: AGT, -6A haplotype (-6G-A)

AHrnoteHsmHoreH AGT: Met235Thr (M235T; Met268Thr;
M268T).

AnonunonpoteuH C-1Il APOC3: C-482T
AnonunonpoteunH C-l1l APOC3: C3238G
AnonunonpoteunH C-l1l APOC3: T-455C
Beta-2-appeHopeuentop ADRB2: GIn27Glu (Q27E)
Beta-2-agpeHopeuentop ADRB2: Gly16Arg (G16R)
Beta-3-appeHopeuentop ADRB3: Trp64Arg (W64R)
BupycHbii oHkoreH AKT1: Glu17Lys (E17K)
"emoxpomaTto3 HFE: Cys282Tyr (C282Y)
"emoxpomaTo3 HFE: His63Asp (H63D)

"eH-cynpeccop onyxonesoro pocta TP53: ¢.215C>G
"'manypoHaH-cBsisbiBaloLwmi npotemH 2 HABP2:
"MaBHbIN KOMMNIEKC rMCTocoBMecTUMOCTH, knacc |, A HLA-
['MaBHbIN KOMMNIEKC IMCTOCOBMECTMMOCTH, knacc |, J
(nceBporeH) HLA-J: rs4959039
"nnko3undochaTnamnmMHo3nTon-cBs3aHHbIN 6enok
CD14: C159T; T-259C; C260T

nukonpoTenH-P ABCB1: ABCB1*8 (C1236T)

mukonpoTtenH-P ABCB1: C3435T
'mukonpoTeunH-P ABCB1: MDR1*2 (ABCB1*7; G2677T/A)

nytatnoH S-tpaHcdepasa M1 GSTM1: null genotype
'myTatuoH S-tpaHcdepasa MNMu1 GSTP1: Alat114Val
nytatnoH S-tpaHcdepasa M1 GSTP1: lle105Val (1105V)
'myTatnoH S-tpaHcdepasa Tetal GSTT1: null genotype
['T® umknorngponasa 1 GCH1: rs10483639

[T® umknormgponasa 1 GCH1: rs3783641

['T® umknorngponasa 1 GCH1: rs8007267
OurnpoponupumuavH gervagporeHasa DPYD: DPYD*2A
OurngponupumuanH aervaporeHasa DPYD: DPYD*9A
OurnpgponupumunanH gervgporeHasa DPYD: Met166Val
LOodamuHosbin peuentop D1 DRD1: Ddel Polymorphism
(DRD1_48A/G)

LodamnHosbi peuentop D1 DRD1: rs686 (*62C>T)

LOodamunHosbin peuentop D2 DRD2: 141Clins/Del (-
LodamnHoBbi peuentop D2 DRD2: rs6277

MHrmbuTop aktuBaTopa nnasmmHoreHa SERPINE1:
WHTerpuH, anbda 2 ITGA2: C807T

WHTerpuH, 6eTa 3 (TpomboumnTapHbIv rimkonpoTeuH llla)
WHTtepnenkuH 10 IL10: A-1082G

WHTepnenkuH 6 IL6: G-174C

KanbuutoHunHoBsbi peuentop CALCR: C1377T
(Pro447Leu)

Katexon-O-meTtuntpaHcdgepasa COMT: A-98G (-118A>G)
KonnareH tun |, anbcpa 1 COL1A1: 1663Ins/DelT
KonnareH tun |, anbcha 1 COL1A1: G-1997T

KonnareH tun |, anbcpa 1 COL1A1: Sp1-polymorphism
KonnareH tvn Ill, anbda 1 COL3A1: G2092A (Ala698Thr;
KonnareH tun V, anbda 1 COL5A1: C267T (BstUI-
Komnnekc anokcua-pegykrasbl ButammHa K,

Komnnekc anokeua-peaykrasbl BuTamuHa K,

Komnnekc anokcua-pegykrasbl ButammHa K,

Komnnekc anokeua-peaykrasbl BuTamuHa K,
cyoveguHmnua 1 VKORC1: G-1639A (G3673A)
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1090
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GNO0335
GNO0149
GNO0217
GNO0221
GN0220
GN0219
GN0239
GN0238
GN0240
GNO0301
GN0225
GN0293
GN0294

GN0295
GNO0296

GNO0036
GNO0268
GNO0106
GNO0326
GNo0277
GNO0307
GNO0345

GN0282
GN0284

GN0285
GN0287
GN0288
GN0234
GN0232
GN0233
GNO0060
GNO0061

GN0062
GNO0064

GNO0069

GNO0056

GNO0066

GNO0417

GNO0059

GNO0055

GNO0418

GNO0065

GNO0067

GNO0057

GNO0241

Komnnekc anokeua-peaykrasbl BuTamuHa K,
cyobvegmHmnua 1 VKORC1: G6853C (G1542C)
KoHHekcnH 26 GJB2: 35DelG

Nakrtaza LCT: T-13910C (C/T-13910)
JlentuHoBbIn peuenTtop LEPR: GIn223Arg (Q223R)

JlentuHoBbIV peuentop LEPR: Lys109Arg (K109R)
JlentnHoBbIn peuenTtop LEPR: Lys656Asn (K656N)
MeTunenTeTtparngpodonarpeaykraza MTHFR: A1298C
MeTtuneHTeTparngpodonartpenykrasa MTHFR: C677T
MeTuoHuH cnHtasza MTR: Asp919Gly (A2756G)
MuToxoHgpwanbsHas cynepokcugavcmyTasa 2 SOD2:
Val16Ala (V16A)

MoHoamuHokcmaasa A MAOA: 30-bp VNTR (L/H)
HenpoTpaHCcMUTTEpHbIN nepeHocHmk godammHa SLCBAS3:
HenpoTpaHCcMUTTEpPHBIN NepeHocHmk godammHa SLCBA3:
G2319A

HenpoTpaHCMUTTEpPHBIN NepeHocHmk godammHa SLCBA3:
HenpoTpaHCMUTTEPHBIN NEPEHOCHUK CEPOTOHNHA
SLC6A4: Long/Short (L/S; 44-bp Ins/Del)

HenpoTtponHein daktop mo3ra BDNF: Val66Met; V66M

OnuoungHbin peuentop M1 OPRM1: Asn40Asp (N40D;
A118G)

MnaueHTapHbI M npocTatudeckun DLG DLGS:
Arg140GIn (R30Q)

Monunentng 1A cemenctea YOP-
MpoonnomenaHokopTvH POMC: Arg236Gly (R236G)
MpoTenH 2, noao6HbIA TPaHCKPUNLMOHHOMY hakTopy 7
TCF7L2: IVS3C>T

[MpoTeunH 6, cxogHbin ¢ C1q 1 hakTopom Hekpo3a
onyxonenn C1QTNF6: rs5756546
[MpoTeunH-TnposnHgocdartasa 22 PTPN22: Arg620Trp
MpoTooHkoreH RET: Cys611 (Cys611Trp)

MpoTtooHkoreH RET: Cys618 (Cys618Ser/Arg)

MpoTtooHkoreH RET: Cys620 (Cys620Arg/Tyr/Phe/Trp/Ser)
[MpoTooHkoreH RET: Cys634

Pak npsmon kuwku, HenonunosHein (tun 2) MLH1:
Pak npsamow Kuwkun, HenonunosHein (tun 2) MLH1:
Pak npsmon kuwku, HenonunosHein (tun 2) MLH1:
Perynstop TpaHcMemMbpaHHOM NPOBOAMMOCTM Npu
Perynstop TpaHcmMemMBpaHHOM NpoBOAMMOCTM Mpu
mykoBucumagose CFTR: 2143DelT

Perynstop TpaHcmMemMbpaHHOM NpoBOAMMOCTM Mpu
Perynsitop TpaHcMemMbpaHHOM NPOBOAUMOCTM Mpu
mykoBucumpose CFTR: 3821DelT

Perynstop TpaHcMemMbpaHHOM NPOBOAMMOCTM Mpu
mykoBucumpose CFTR: 3849+10kbC>T
Perynstop TpaHcmMemMbpaHHOM NPOBOAMMOCTM Mpu
mykoBucumpose CFTR: Arg117His (R117H)
Perynstop TpaHcMemMbpaHHOM NPOBOAMMOCTM Mpu
mykoBucumpose CFTR: Asn1303Lys (N1303K)
Perynstop TpaHcMemMbpaHHOM NPOBOAMMOCTM Mpu
mykoBucumpose CFTR: del 2,3 (21kb)

Perynstop TpaHcMemMbpaHHOM NPOBOAMMOCTM Mpu
mykoBucumpose CFTR: Del_lle507; Delta 1507
Perynstop TpaHcMemMbpaHHOM NPOBOAMMOCTM Mpu
mykoBucumpose CFTR: F508Del; delta508
Perynstop TpaHcMemMbpaHHOM NPOBOAMMOCTM Mpu
mykoBucumpose CFTR: Glu92LyS(E92K)
Perynstop TpaHcMemMbpaHHOM NPOBOAMMOCTM Mpu
mykoBucumpose CFTR: Gly542Ter (G542X)
Perynstop TpaHcMemMbpaHHOM NPOBOAMMOCTM Mpu
mykoBucumpose CFTR: L138Ins

Perynstop TpaHcMemMbpaHHOM NPOBOAMMOCTM Mpu
mykoBucumpose CFTR: Trp128Ter (W1282X)
Pepnykraza MTRR: lle22Met (A66G)
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GNO0329

GNO0328

GNO0330
GN0142
GNO0143

GNO0145
GNO0144

GNO0281

GN0230

GNO0114

GN0314

GNO0315
GNO0154
GNO0155

GNO0153

GN0122

GN0123

GNO0124

GNO0346
GNoO0121
GN0272

GNO0271

GN0270

GN0276
GNO0274
GN0269
GNO0273
GN0129
GNO0130
GNO0141
GNO0046
GNO0078
GNO0095

GNO0096
GNO0097
GNO0099

GNO0071

GNO0073

GNO0070

GNO0415
GN0259
GN0261
GNO0117
GNO0116

GNO0120
GNO0119
GNO0118

Peuentop ButammHa D VDR: A-3731G (Cdx2)

Peuentop ButammHa D VDR: b/B (Bsml Polymorphism;
IVS10+283G>A)

Peuentop ButammHa D VDR: Fokl Polymorphism;
PevuenTop ramma-ammnHoGyTpoBon kucnoTel A (anbda 1)
PevenTop ramma-ammnHoGyTpoBon kucrnoTel A (anbda 2)
GABRA2: rs279871

PeuenTop ramma-ammHoGyT1poBor kucrnoTel A (anbda 6)
PeuenTop ramma-ammnHoGyTpoBon kucnoTel A (anbda 6)
GABRAG: rs3219151

PeuenTop ramma, aktuBmpyembii nponvudepatamu
nepokcucom PPARG: Pro12Ala (P12A)

PeuenTop menaHokopTuHa (4 Tvn) MC4R: Val103lle

PeuenTtop aktogucnnasunHa A2 EDA2R: rs1352015

CynepcemencTBo peLenTtopa daktopa Hekposa
onyxonen, nentug 11b TNFRSF11B: Asn3Lys (G1181C)
CynepcemencTBo peLentopa daktopa Hekposa
TpombounTapHsIi rmukonpoTenH Ib, anbda-nonvnentua
TpombouuTapHbIv rmukonpoTeunH Ib, anbda-nonunentug
GP1BA: T-5C; Kozak sequence

TpombouuTapHbIv rmukonpoTeunH Ib, anbda-nonunentug
GP1BA: Thr161Met (T161M)

daktop koarynaumm |l (TpombuH) F2: G20210A.

®aktop koarynaumm |l (TpombuH) F2: Thr165Met (T165M)

Paktop koarynaumm V (F5 ®akrtop Jlengena) F5: Factor V
Leiden (G1691A; Arg506GIn)

Paktop koarynsumm VIl (npokoHBeptuH) F7: 10976 G>A
dakTop koarynsumm Xl (nonunentung A1) F13A1:
®eHunananuHrngpokeunasa PAH: Arg158Gin (Arg158Pro)

®PeHunananuHrugpokeunasa PAH: Arg252Gly (Arg252Trp)
®eHunananuHrngpokeunasa PAH: Arg408Trp

PeHunananuHrngpokeunasa PAH: lle65Asn (l1e65Thr;
deHnnananuHrugpokcunasa PAH: IVS10-11g>a
PeHunananuHrngpokeunasa PAH: 1IVS12+1g>a
deHnnananmHrugpokcunasa PAH: Pro281Leu (P281L)
PunbpuHoreH (KoarynsumoHHbein daktop 1) FGB: C-148T
®dubpuHoreH (KoarynsiumoHHsin daktop 1) FGB: G-455A
PonnMKynocTMynMpYyOLLMIA ropMoH, 6eTa nonvnenTua
XemokvH RANTES CCL5: G-403A; G-470A

Xumasa 1 CMA1: G-1903A (BstXI-polymorphism)
Lintoxpom P450, cemerictso 2, nogcemeinctso C,
nonunentug 9 CYP2C9: CYP2C9*2 (Arg144Cys; R144C)
Lintoxpom P450, cemerictBo 2, nogcemeincteo C,
Lintoxpom P450, cemericTBo 2, nogcemencreo E,
Lintoxpom P450, cemerictso 2, nogcemencrso E,
nonunentug 1 CYP2E1: G-1293C (CYP2E1*5B)
YeknonHT-knHa3a 2 CHEK2: 1-bp Del, 1100C (1100DelC)

YeknonHT-knHa3a 2 CHEK2: Arg181His (R181H)
YeknonHT-knHasa 2 CHEK2: 1le157Thr (1157T)

YeknonHT-kmHasa 2 CHEK2: IVS2+1G>A
OHpoTenuanbHas cMHTasa okcuga asota, tun 3 NOS3:
OHpoTenunanbHasa cMHTasa okcuaa asota, Tvn 3 NOS3: T-
Onokeuagrugponasa 1 EPHX1: His139Arg (A416G)
Onokeunarmgponasa 1 EPHX1: Tyr113His (Y113H)

OcTporeHoBbin peuentop 1 ESR1: Btgl Polymorphism
OcTtporeHosbin peuentop 1 ESR1: Pvull (T-397C)
OctporeHoBbin peuentop 1 ESR1: Xbal Polymorphism (A-
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